BEYA—F

s g [JLACLO PLACTJLACL JlLALl JlLALl jlaciis [RACH JLAC1L JLAC1L JLAC10 =
L A N S K e AENE(1) AENE2) Py PAMEERR) % IR
1A A —RHRE
2] 1A Al Al —ARE/ PR—ARE
3| |1A005| A 1 1 1/A1001 PRE PRE urinary output
4 1A006| A 1 2 1|A1002 BR (=EE) color [urine]
5 1A007| A 1 3 1/A1003 FRIRS SRS cloudiness [urine]
6 1A030( A 1 4 1|A1004 FRICEE tbE specific gravity [urine]
8| [1A035| A 1 5 1/A1005 FRpH pH pH [urine]
10 1A015| A 1 6 1|A1006 FRER =] protein, guantitative [urine]
12 A 1 7 1|A1007 REA—HE FRER protein, daily excretion [urine]
13 1A020| A 1 8 1|{A1008 PRYE i glucose, qualitative [urine]
15 A 1 9 1|{A1009 RE—HE FRVE glucose, daily excretion [urine]
16| |1A040| A 1 10 1|A1010 PREPOOEY/ 5> ooey)-4> urobilinogen, qualitative [urine]
18 1A050| A 1 11 1/A1011 PREPOOEY> ooey> urobilin, qualitative [urine]
20| [1A055| A 1 12 1|A1012 FRPEUILES EuLe> bilirubin, qualitative [urine]
22 1A060| A 1 13 1/A1013 R AR TERAR AR ketone bodies, qualitative [urine]
24 1A065[ A 1 14 1|A1014 RP7I5—F 75— amylase [urine]
26 1A070| A 1 15 1|A1015 RS 1VBEE S1UEE oxalate salt [urine]
28 1A075[ A 1 16 1|A1016 PRI EMER EMERER leukocytes [urine]
30/ [1A080| A 1 17 1|A1017 FRPERYEEE FBAHESIE nitrite [urine]
32 1A085| A 1 18 1/A1018 PROEIERE BIgHRE salt [urine]
33 1A100| A 1 19 1|A1019 FRPE MRS SBIURE occult blood [urine]
35 A 1 20 1|A1020 FRBETINIZ> albumin, qualitative [urine]
36 A 1 21 1/A1021 PRPAETOE> hemoglobin, qualitative [urine]
38 A 1 22 1]A1022 PREATZIIES B
40 A 1 23 1]A1023 FRPIVPFZY
42 A1l 24 1|A1024 FRPILFPF_O—HE FRPILFFZ>
43 A 1 25 1]A1025 FRFINAG FREN-7EFI-B-D-FJINIYI=H ¥
44 Al 1l 26 1|A1026 FREPTIVRRTO>
45 A 1 27 1|A1027 PRAPUESE
46 Al 1l 28 1|A1028 PRIPPRIRETR
47 Al 1l 29 1]A1029 RNV L
48 Al 1l 30 1|A1030 FREF N L
49 A 1 31 1]A1031 FRENYDL
50 Al 1l 32 1|A1032 FREPY0-)V
51 Al 1l 33 1]A1033 FREPRIFSD L
52 Al 1l 34 1|A1034 FRAPOORIL I 1>
53 A 1 35 1/A1035 PRHITORILI1Y>
54 Al 36| 1|A1036 FRePTOMRILI1Y>
55 A 1 37 1]A1037 PRAPPIIVTVSEE
56 Al 1l 38 1|A1038 FRAPAIREY /S
58 Al 1l 39 1]A1039 FREPZIVISSIEE
59 A | 1| 40| 1]A1040 FRepR23/007Y>
60 A 1 41 1/A1041 PRHal1zy0507v>
61 1A110( A 1 42 1|A1042 FRHBence JonesEH Bence Jones®EH Bence Jones protein [urine]
63 1A115] A 1 43 1/A1043 FRPIIZIT hAR JITIVI AR phenylketones [urine] FERERHIEREERT) -2
64| [1A120| A 1 44 1|A1044 FRPAESTUY ANE: > hemosiderin [urine]
65 1A195] A 1 45 1|A1045 PRPEZFTY EXFT> histidine [urine] BIEATU—-Z>Y
66 A 1 46 1/A1046 BRAXF) YO EE TIWHANZF O AFINROVE BREAYU—-_2Y
67 Al 1l 47 1]A1047 PRAEEME N IZAENE BEBFERYY—=>)
68 A1l 48 1|A1048 FRAARZAEY> o))
69 Al 1l 49 1]A1049 FRPIIY> [ 2al]
70 A 1 50 1/A1050 FRPRARIT /- TZ> B
71 A 1 51 1/A1051 PRRTRIGF B (oAl
72 A1l 52 1|A1052 PR AZY B
73 A 1 53 1]A1053 PRAEPEYS (oAl
74 A1l 54 1|A1054 BRPINIZ B B
75 A 1 55 1|A1055 PRPIINEIZY (oAl
76 A 1 56 1/A1056 FREPHILIS > 5
77 A 1 57 1|A1057 PRHPa7I /7O (oAl
78 A1l 58 1|A1058 FRPIUS > B
79 A 1 59 1/A1059 PRPTSZ> (oAl
80 A1l 60 1|A1060 FREPS ML B
81 A 1 61 1]A1061 PRHa-7Z/-n-FEEE [ 2al]
82 A 1 62 1/A1062 BRAJNU> 5
83 A 1 63 1]A1063 PRPSRF> (oAl
84 A1l 64 1|A1064 FRAPAFAZY [l
85 A 1 65 1]A1065 RS RIFAZS (oAl
86 A1 66 1|A1066 FRAPAYOLS> B
87 A 1 67 1]A1067 PRPOAS> (oAl
88 A1 68 1|A1068 FREPFOS> [l
89 A 1 69 1/A1069 PRPIIZNTSZ> (oAl
90 A1 70 1|A1070 FRHPB-75=> [l
91 A 1 71 1/A1071 (oAl
92 A 1 72 1]A1072 5B
93 A 1 73 1]A1073 PRPTH)-NTZ> (oAl
94 A1l 74 1|A1074 FREPEROFIVSY [l
95 A 1 75 1]A1075 PRPANZF> (oAl
96 A1 76 1|A1076 BRE NI RTT> B
97 A 1 77 1]A1077 PRI (oAl
98 A1 78 1|A1078 PR L-AFIVERFT> sl
99 A 1 79 1/A1079 PRPEZFTY (oAl
100 A 1 80 1/A1080 FRAP3-XFIVERFT> B
101 A 1 81 1/A1081 PRPTYS (oAl
102 Al 1l 82 1|A1082 PRIV [l
103 Al 1l 83 1]A1083 FRBTVFZS [ 2al]
104 A1l 84 1|A1084 FREREROFS IOV [l
105 A 1 85 1/A1085 PRAT7RIGFS (oAl
106 A | 1| 86| 1|/A1086 FRepTOY> B B
107 A 1 87 1/A1087 PRPRESZF> (oAl
108 Al 1l 88 1|A1088 FRAY-73/-B-E RO+ EERE B
109 A 1 89 1/A1089 PREPNOAS> (oAl
110 Al 1l 90 1|A1090 FRAPAFAZSRIVREFS R PR TS /EESE
111 A 1 91 1]A1091 PRAAFischertt PR 7S/ EESE
114 |1A125] A 1 92 1|A1092 ASHURIG[ER] ASHORIGFR] indicans reaction [urine]
115 1A130| A 1 93 1/A1093 STIRIG[K] STIRIG[FR] diazo reaction [urine]
116| |1A135] A 1 94 1|A1094 ASZIADI-ZJ[BR] A3Z> melanin, qualitative [urine]
117 1A140| A 1 95 1|A1095 > RIG[FR] ~RIG[KR] Millon reaction [urine] FERERHIEEERT) -2
118 1A145] A 1 96 1|A1096 ZhOJ1Z-IVERSSVRIG[FR] SZMOJ1Z-VERSSURIG[BR] dinitrophenylhydrazine reaction [urine]
119| |1A150| A 1 97 1]A1097 AHFURIS[FR] AHF VRG] isatin reaction [urine] FERMRBREERY -
120| |1A155] A 1 98 1|A1098 AVCERRIGR] ANCERRIG[FR] iodized azide reaction [urine]
121 1A160| A 1 99 1|A1099 SPIEISZMI7 U RIGEHEFR] SPVEISZ M O7 U RSTEHEFR] diazonized para-aitrc aniline reaction, qualitative [urine]
122| |1A165| A 1 [ 100 1|/A1100 FIVMNSRIGFR] AISNSSRIG[FR] orthotolidine reaction [urine]
123 1A170| A 1 ] 101 1/A1101 MU SYERGKR] N SYERIG[FR] toluidine blue reaction [urine]
124 [1A175] A 1 | 102 1/A1102 RRTAYNRIS[FR] NREI) MRIG[FR] AT MRIG[FR] Benedict reaction [urine] FRERBIREERI-22T
125 1A180| A 1 ] 103 1/A1103 YD JIRIG[K] TYUTJIRIG[FR] Selivanoff reaction [urine]
126| |1A190| A 1 [ 104 1|A1104 SHILEWELELFR] SHILEYEIE[FR] sulfhydryl compounds, quantitative [urine]
127 1A200| A 1 | 105 1|A1105 Watson-Schwartz&iG[ K] Watson-Schwartz&iG[fR] Watson-Schwartz reaction [urine] RIVIAUSRERD)—=>
128| |1A201| A 1 [ 106 1|A1106 RimingtonRiG[FR] RimingtonZ [ FR] Rimington reaction [urine] RIVIAUFERDY—-=>1
129 1A202| A 1 ]107 1|A1107 Dean and BarnesRI&G[FR] Dean and BarnesiG[ K] Dean and Barnes reaction [urine] RIVILUSRERD)—=>
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131 1A105| A 1 | 108 A1108 RIUE A sediment [urine] B2
137 A
138] [1B Al 2 A2 — AR/ FHEIRE
140| |1B010| A 2 1 1|{A2001 BERIPCEIK) RIPCEER) [1E] ova, parasites (smear) [feces]
141 1B015] A 2 2 1/A2002 1ERIP(EE5P) RIP(EEIN) [1E] ova, parasites (concentration) [feces]
142| |1B018| A 2 3 1|{A2003 BERIP(IEE) RIP(IEE) [1E] ova, parasites (culture) [feces]
143 1B020| A 2 4 1|{A2004 ERIRER RIAERI[E] parasite [feces]
144| |1B025| A 2 5 1|{A2005 (B Rop BRI (0T —TE) (18] ova, pinworms (cellophane tape) [feces]
145 1B016| A 2 6 1/A2006 EAMS III AMS TII[{E] AMS (army medical school) IIT method
146| |1B030| A 2 7 1|{A2007 EREmMRIG BIMRG occult blood reaction (guaiac method) [feces]
147| |[1B040| A 2 8 1|{A2008 BPAE/OE> AEJOES[E] hemoglobin [feces] BPAEJOE> - N5V ZT1UY
149 A 2 9 1|{A2009 B 5>2T1)> NS> 2TV [fE] transferrin [feces] BRAEJOE> - NS5O RTTUY
153 1B045| A 2 10 1|A2010 Eponey) -5 ooey)-45> urobilinogen, qualitative [feces]
154| |1B050| A 2 11 1|/A2011 EhooLy> ooey> urobilin, qualitative [feces]
155 1BO55| A 2 12 1|A2012 EREULEY EuLE> bilirubin, qualitative [feces]
156| |1B065| A 2 13 1/A2013 BhFENTS> FENTOE] chymotrypsin [feces]
157| |[1B070| A 2 14 1|A2014 BPNIL-RIS NIL-RIG[E] Triboulet reaction [feces]
158| |1B075| A 2 15 1|A2015 ERRRRE RERFRE[{E] fat and lipid stain [feces]
159 1B076| A 2 16 1|A2016 EPAEALE RERFEE[E] fat, quantitative [feces]
160| |1B080| A 2 17 1|A2017 BT A—) A TA—)RE[E] amoeba, microscopic [feces]
161 1B060| A 2 18 1|A2018 (BELIRAR SHAGIREE[{E] intestinal absorption test [feces]
Al2 19| 1]A2019 K=
Al 2 20 1]A2020 {ERERE
Al 2| 21] 1]A2021 BT
Al 2 22 1]A2022 EhiER
Al 2 23 1]A2023 EhFRAEE RS (18] BERATER [{E]
A 2 24 1/A2024 EP#ILRTO-) #ILZF0-) 8] RERFTES (1]
Al 2 25 1]A2025 EchrERERS RiRERs (18] BERATER [{E]
Al 2 26 1]A2026 (BBt ARALES(NEFA) BEBEAEALEL(NEFA) (8] BERAFTES [{%]
162 A
163| |1C Al 3 A3 — AR/ BERIRE
164| |[1C010| A 3 1 1|/A3001 fERER =] protein, quantitative [cerebrospinal fluid]
165 1C015| A 3 2 1|{A3002 R 1 glucose, quantitative [cerebrospinal fluid]
166| |1C020| A 3 3 1|{A3003 fERIE Jie=) specific gravity [cerebrospinal fluid]
167| [1C025| A 3 4 1|A3004 pH pH [cerebrospinal fluid]
168| |[1C030| A 3 5 1|A3005 HHREEK cell count [cerebrospinal fluid] R —ARE
169 1C035| A 3 6 0/A3006 Eineiliobag::] HHARAEAE differential, cell [cerebrospinal fluid] B2l
170 1C040( A 3 7 1|A3007 R TR JCFRIG[BER] Pandy reaction [cerebrospinal fluid] R ARE
171 1C045| A 3 8 1|A3008 B >R 7RIV NS IIRTPRI NG EER] Nonne-Apelt reaction [cerebrospinal fluid] R ARE
172| |1C050| A 3 9 1|A3009 BRI N7V RIS NT MY RIS BER] tryptophan reaction [cerebrospinal fluid] R ARE
173 1C055] A 3 10 1/A3010 fRFY> MOz— FY> MO [BER] xanthochromia (appearance) [cerebrospinal fluid] IR —AIRE
Al 3 11| 0|A3011 B B
175 A
176| [1Z Al 4 A4 —ARE/ ZFRIR
177 17010 A 4 1 1/A4001 ; =] protein, quantitative [puncture fluid]
178 12015 A 4 2 1|{A4002 i glucose, quantitative [puncture fluid]
179| |[17020| A 4 3 1/A4003 tEE specific gravity [puncture fluid]
180| |[1Z025| A 4 4 1|A4004 AR cell count [puncture fluid]
181 17030 A 4 5 0/A4005 ZFRIRHREE LRk EEE differential, cell [puncture fluid] B2
182| [1z035] A | 4 6 1/A4006 FRRUVIRIG VIOVIRIG[ZERIAR] Rivalta reaction [puncture fluid]
183 17040 A 4 7 1/{A4007 FRREMRIG SBIURE occult blood [puncture fluid] [
184| |1Z045| A 4 8 0/A4008 ZF A A sediment [puncture fluid] 8B
185 17050 A 4 9 1/{A4009 WO RIG[EHRIR] Runneberg reaction [puncture fluid]
186 A
187 1z A 3 A5 F(CHRPINSIEER
188 17105 A 5 1 1|{A5001 RE volume [gastric juice]
189 17110 A 5 2 1|{A5002 i=E) color [gastric juice]
190 17115 A 5 3 1|{A5003 SRS cloudiness [gastric juice]
191 17120 A 5 4 1|A5004 HRE[BR] mucus [gastric juice]
192| |1Z125| A 5 5 1|A5005 WREHEREBR] free hydrochloride [gastric juice]
193 17130 A 5 6 1|A5006 BE[BR] acidity [gastric juice]
194| |1Z140| A 5 7 1|{A5007 BIMRG occult blood reaction [gastric juice]
195 12145 A 5 8 0(A5008 A sediment [gastric juice] B2l
196| |[1Z150| A 5 9 1|{A5009 RIZV[BR] pepsin [gastric juice]
197 17155 A 5 10 1|A5010 AR BR] lactate [gastric juice]
198 1Z160| A 5 11 1|A5011 =] protein, quantitative[gastric juice]
199 17205 A 5 12 1|A5012 RE volume [bile]
200 17210 A 5 13 1|{A5013 i=Ez] color [bile]
201 17215 A 5 14 1|A5014 HIBIEH icterus index [bile]
202| [1z220] A | 5 | 15 1|A5015 BERS[AET] sand [bile]
203 17225 A 5 16 1|A5016 FER[AET] parasite [bile]
204 17230 A 5 17 1|{A5017 BIMRG occult blood [bile]
205 17233 A 5 18 0|A5018 A sediment [bile] Ei2zl]
206 17235 A 5 19 1|A5019 HHREEK cell count [bile]
207| [1Z240| A 5 20 1|{A5020 )T RIGREH] Pandy reaction [bile]
208| [1Z245| A 5 21 1/A5021 JRPRIVNRIS[ABH ] Nonne-apelt reaction [bile]
209 12305 A 5 22 1|A5022 RE volume [pancreatic juice]
210 17310 A 5 23 1|{A5023 i=Ez] color [pancreatic juice]
211 17315 A 5 24 1|A5024 75—t amylase [pancreatic juice]
212| [1Z320| A 5 25 1|A5025 BIMRG occult blood [pancreatic juice]
213 12325 A 5 26 0(A5026 A sediment [pancreatic juice] B2
214| [1Z355| A 5 27 1|{A5027 HiEiEs icterus index [duodenal juice]
215 12360 A 5 28 0/A5028 + IR P sediment [duodenal juice] B2l
216| [1Z365| A 5 29 1|{A5029 + iR B NRIG BIMRG occult blood [duodenal juice]
217| [1Z370| A 5 30 1/{A5030 + 18RRI 5o ova, parasite [duodenal juice]
17505 A 5 31 0/A5031 BRI fES[BIETR] crystals [synovial fluid] B2
224| [1Z510| A 5 32 1|A5032 BIEmRLEE BAERRLIEE thE specific gravity [synovial fluid]
225 17515 A 5 33 1|A5033 BIEmRpH PBaEf&pH pH pH [synovial fluid]
226 12520 A 5 34 1|A5034 BAERY UL BAEmRY) UL RG[ BIETR] Y)ULSRIG[ BIERR] Rivalta reaction [synovial fluid]
227| [1Z525| A 5 35 1|A5035 BAEmRHARREK BAEmRHRIER HHREEK cell count [synovial fluid]
230 A
231] |1z Al 6 A6 — AR/ VIR AERBE (E(CHSNSEIS) F(CHSNSIRER
232| [1Z405| A 6 1 1/A6001 537 VEIRIRAR[1ER] HAR[E ] microscopy [sputum]
233 17410 A 6 2 1|{A6002 BES BIMRG occult blood [sputum]
234 17415 A 6 3 1/A6003 ==L ova, parasite [sputum]
235 12605 A 6 4 1|A6004 RE volume [semen]
236 12610 A 6 5 1|A6005 pH pH [semen]
237| [1Z615| A 6 6 1|{A6006 TETFEER] sperm count [semen]
238 17620 A 6 7 1|A6007 SABTEIER] ratio of abnormal forms [semen]
239| [1Z625| A 6 8 1|{A6008 TETEBREER] sperm motility [semen]
240| [1Z705| A 6 9 1]A6009 Huhnert® & HERHUhnert® & Huhneri®& Huhner test
257 A
231 Al 9 A9 —ARIRE/BIEIRE F(CHAINSIRER
1A990| A 9 1 9/A9001 R—EEEEERIRE GRERIK) R EEEEEERE urinalysis, qualitative/semiquantitative IRV
A 9 2 9|A9002 FR¥ERDU—Z=> FRABRDY—Z> urinary sugar screening JERIL
Al 9 3| 9|A9003 PRI /EESE eI
Al 9 4]  9|A9004 FERMERBREERII-=2T (BR) FRMERGPREERIY = inherited metabolic disease screen JCRIY
A 9 5 9/|A9005 RILIAUSERD)—-=2Y (BR) RIVIUSFERDN—=F porphyria screen IRV
130| |1A210| A 9 6 1/A9006 HEPRRE (TTCORTTHE) MERRE(TTCETTAE) triphenyltetrazolium chloride reducibilit JERIL
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L A N S (sea] an - e AENE(1) BEE(2) Py A (RE) % /SR

1B042| A 9 7 9/|A9007 BPAEJOE> - N5V RT1UY AEJOE> - ’S5YRIIUV[E] hemoglobin and transferrin [feces] )R

1C990( A 9 8 9(/A9008 R ARE R AMRE CSF(cerebrospinal fluid) analysis IRV

17990| A 9 9 9|A9009 B+ IERR—RE BR- T EBR—AMRE gastric juice/duodenal juice analysis JERIL

17991 A 9 10 9(A9010 |SRERRARE TAERRRE cervical mucus analysis IRV
258|B B B MRFIIRE
259 |2A B | 1 B1 MRFRIIRE/ MR — A% - FLEARE
261| [2A020| B 1 1 1/B1001 FRINERER RBC FRINEREL red blood cell count FAHMR—ARE
262| [2A030| B 1 2 1/B1002 AEJOE> Hb AEJOE>Y hemoglobin
263| [2A040| B 1 3 1/B1003 AY MUy b Ht AYBMUyb hematocrit
264| [2A060| B 1 4 1/B1004 S FRMBRETE MCV S FRIERETE mean corpuscular volume FAEMBR—ARE
265 2A070| B 1 5 1|B1005 FEYFRmERMmBRE MCH SEHYFMERMBES mean corpuscular hemoglobin FAEME—RE
266| |2A080| B 1 6 1/B1006 HOFRMBRkMEREE MCHC Raapiyntdni=ES e mean corpuscular hemoglobin concentration FAEMBR—AIRE
267| [2A110| B 1 7 1/B1007 HAFRIIRER HORTR IMERER HOFRIMERER reticulocytes

HAFRIERER (T0—H1 hX R —3%)
268 2A150| B 1 8 0(B1008 FRIMRER FRIMERER mean corpuscular diameter B2
269| [2A010| B 1 9 1/B1009 kR WBC EmikER white blood cell count KRIEMR—ARRE
271| |[2A160| B 1 10 0/B1010 SFORERER (HHE) neutrophil count FAEME—ARE
272| |2A160| B 1 11 0/B1011 SFEATREL (HtE) eosinophil count FAEMBR—ARE
273| |[2A160| B 1 12 0/B1012 IAHRERE (HE) basophil count FAEME— RS
274| |2A160| B 1 13 0/B1013 BRI () monocyte count FAEMBR—AIRE
275| |[2A160| B 1 14 0/B1014 U CERER (M) lymphocyte count FAEME—ARE
281| |[2A050| B 1 15 1/B1015 IVIVRER PLT /) \RER platelet count
282| |[2A180| B 1 16 0/B1016 TIHIIARTPY—t 5 ALPRE FIHUIARTPH -5 leukocyte alkaline phosphatase stain B2
283| |2A185| B 1 17 1/B1017 |BIARTPH— 5 BIARTTH—CRE leukocyte acid phosphatase stain
284 [2A190| B 1 18 1/B1018 IZT5-PRE IZT5-PRE esterase stain
285| [2A200| B 1 19 1/B1019 PASZE PASEE periodic acid-schiff stain
286 [2A210| B 1 20 1/B1020 92T 5958 > T 5958 fat stain (sudan black stain)
287| [2A220| B 1 21 1/B1021 RERHEE RERFEE fat and lipid stain
288| [2A230| B 1 22 1/B1022 RIVAFSH-PRE RIVAFSH-ERE peroxidase stain
289| [2A240| B 1 23 0/B1023 HRE HRE iron stain B2zl
290| [2A250| B 1 24 1/B1024 AFSI-CRE AFSHI-CRE oxidase stain
291 2A300| B 1 25 1/B1025 SR SHIFEEEK eosinophils, nasal smear
292| |2A400| B 1 26 1/B1026 YSUT7RE JSUT7RR malaria parasite
293 2A410| B 1 27 1/B1027 I13VTER I1SVTRER filarial parasite
294| [2A420| B 1 28 1/B1028 MOV -ER NJOY-RER trypanosome parasite
295| [2A430| B 1 29 1/B1029 HIFF-IIRR WP IVRR kala-azar parasite
296| |2A160| B 1 30/ 0|B1030 B MR Bk JbeE hemogram E:
297| |2A170| B 1 31 0/B1031 B B myelogram B2
298 B
299 |2B B | 2 B2 MRFRIIRE/SEE - AR AR AR E
300 2B010| B 2 1 1/B2001 M BFRs HmERERS bleeding time
301 [2B015| B 2 2 1/B2002 SEERERS SRR clotting time
302| [2B020| B 2 3 0/B2003 SEMEAEERSD MO RIS AT BERS APTT SEEEERS MO RIS F U BER activated partial thromboplastin time EZl
303| [2B022| B 2 4 1/B2004 e eSS Russell viper venom test
304| |2B025| B | 2 5| 0{B2005 253 bOVRTI SR F S B5RS PTT &5 MOV TSR F B R partial thromboplastin time B2
305 [2B030| B 2 6 0/|B2006 JOMOE>ESR PT JORO>ESESRS prothrombin time Eis31]
307 2B032| B 2 7 1/B2007 OVEESR hO>E>BSRE thrombin time
308 [2B033| B 2 8 1/B2008 AN UARFERER AU AEIERER heparin tolerance test [
309 2B035| B 2 9 0/B2009 rO>ARFRN rOSARFAN thrombotest 8B
310 [2B040| B 2 10 1/B2010 HIVSD LEHNBSR] AV LAEBHIEEEESR AV LEHNESR] plasma recalcification time
311| [2B045| B | 2 11 1/B2011 NT52F>F AN ANNTSZAFSFTAN hepaplastin test
312| [2BO50| B 2 12 1/B2012 FREST05Z IR protamine sulfate test
313| [2B095| B 2 13 1/B2013 ATV cryofibrinogen
314| |[2B100| B 2 14 1/B2014 2179)-5> 247Y)-5> fibrinogen
315 [2B110| B 2 15 1/B2015 BT IV E/R-EER N3379L-33>F b AEMI1 TS E/I-BEK soluble fibrin monomer complex
316| |[2B120| B 2 16 1/B2016 FDP 47U 24TV) =G> - EREY) FDP fibrin and fibrinogen degradation products
317 [2B125| B 2 17 1/B2017 49V )= REY) FGDP J4TU) =5 BREEY) fibrinogen degradation products
318 2B130| B 2 18 1/B2018 FDP-ESE 47> 24TV ) =5 - SIRREEYPESY B FDP-ES @ FDP, E fraction
319 2B140| B 2 19 1/B2019 D. D¥A3Y— FDP-D. DF1Y— D. DF1/%— FDP, D-D dimer
320| |2B150| B 2 20 1/B2020 F1TYIRTHARA I4TYIRTHARA fibrinopeptide A
321] [2B160| B | 2 | 21| 1|B2021 J17)"7594KBb15-42 J171J<751KBb15-42 fibrinopeptide B-beta(15-42)
322 [2B170| B 2 22 1/B2022 JOROYES TSI AV RFL+2 JOROYES TSI AV NFL+2 prothrombin fragment F1+2
323| [2B180| B 2 23 1/B2023 HRRET #B O RTSAFY HEREE T tissue factor
324| [2B190| B 2 24 1/B2024 #TFPL #T1v>21T799—) A1/ 1 LS~ H#OTFPL tissue factor pathway inhibitor, total
325| [2B191| B 2 25 1/B2025 SWERETFPL WRET 1y 20709—) QRIS — WERETFPL tissue factor pathway inhibitor, free
326] [2B200| B | 2 | 26/ 0|B2026 FoFhOSEY 7oFROVEST antithrombin A CRIEE- HITE)
328| |2B210| B 2 27 1/B2027 rOEST>FhOSES MEEK TAT hOYE>T7>FhOVE> MIEER thrombin-antithrombin complex
329 [2B215| B 2 28 1/B2028 AW -OT7795-1 ANY>-2T7959-1 heparin cofactor 2
330] [2B240] B | 2 | 29| 1|B2029 MmEFIRGE) R MEHIRGE )R clot retraction
331 [2B245] B | 2 30| 1|B2030 IRHRARIRR 1707V DEEAEER IRERARIRR fibrinolysis
332 2B250| B 2 31 1/B2031 J523> 75 plasmin
334 [2B260| B 2 32 1/B2032 TSR35 T5R2)-45> plasminogen
336| [2B270| B 2 33 1/B2033 TSR kES— a2-J5R3> /> kEs— 7YFISRAI> plasmin inhibitor
338| [2B280| B 2 34 1/B2034 a2TSAIVA VLS —-TS5AIEERK PIC a2TSAIA VLY~ T5AIVEER alpha2 plasmin inhibitor-plasmin complex
339] [2B290| B | 2 35 1|/B2035 WIS > TIFR=H— t-PA TSR/ - TIFR—F— tissue plasminogen activator
340| [2B295| B | 2 36 1|/B2036 voFF—t u-PA voFr-—t urokinase
341 ([2B300| B 2 37 1/B2037 TSRS TIFR=FA S — —GYTHOFAR=HL S~ plasminogen activator inhibitor
342 [2B310| B 2 38 1/B2038 TSRZ)=GTIFR=H4UEES-1 PAI-1 —GITPHFR=HLIEES -1 plasminogen activator inhibitor 1
343| [2B320| B 2 39 1/B2039 TSRS TOFR=F{ LS -2 PAI-2 —GITHOFA=HLEES-2 plasminogen activator inhibitor 2
344| [2B330| B 2 40 1/B2040 TSRZ)=G>TIFR=HAIEES-3 PAI-3 G ITHOFR=HLIEES-3 plasminogen activator inhibitor 3
345| [2B340| B 2 41 1/B2041 t-PA-PAI-1#8E&1K t-PA-PAI- 14851 tissue plasminogen activator-plasminogen activator inhibitor-1 complex
346 [2B350| B | 2 42 1)/B2042 BIEF 2 T REBIAF BIRAF coagulation factor 2
347 [2B360| B 2 43 1/B2043 ENRF HINEERT HNRTF coagulation factor 3
348 [2B370| B | 2 44 1|/B2044 BVEF BV EHBIEF BVEF coagulation factor 5
349 [2B380| B 2 45 1/B2045 HEVIRF HVIEERT SEVIRT coagulation factor 7
350 [2B381| B 2 46 1/B2046 SEHEEVIRF SEECEVIRF activated coagulation factor 7
351 [2B390| B 2 47 1/B2047 VIR F HVIEERT SBVIR T coagulation factor 8
352 [2B400| B | 2 48 1)/B2048 BXEF BIXEEBIEF BXEF coagulation factor 9
353| [2B410| B 2 49 1/B2049 EXEF X EERT BXEAF coagulation factor 10
354| [2B411| B 2 50 1/B2050 SEHEEXEF SEEEEXEF activated coagulation factor 10
355 [2B420| B 2 51 1/B2051 EXI RF BX 1 FERF BX1 AT coagulation factor 11
356 [2B430| B | 2 52 1)/B2052 EXT FAF EX I BHBEF EXIT BT coagulation factor 12
357 [2B440| B 2 53 1/B2053 EXT BF HX M FERF HEXI AT coagulation factor 13
358 [2B445| B | 2 54 1|/B2054 EXM @FHII-yb SEXMEERFHII-vh GURE) SEXM BFHII=wh coagulation factor 13 subunit
B 2 55 1/B2055 EXI AF abJI1zyh
B 2 56 1/B2056 EXM WF sHT1-yh

359| [2B450| B 2 57 1/B2057 VIR FARIUR SBVIIR FARIUR coagulation factor 8 antigen
360| [2B460| B 2 58 1|/B2058 BVIRFA ey~ SBVIEFA s — coagulation factor 8 inhibitor
361| [2B470| B 2 59 1/B2059 EXEFAEES— BXEFAEEs— coagulation factor 9 inhibitor
362 [2B472| B | 2 60 1|/B2060 #EX 1 FAFHEIH BX 1 FEFHEEIH inhibitor of coagulation factor11
363| [2B473| B 2 61 1/B2061 XM RAFEEIH 55X I AFEEEHDH inhibitor of coagulation factor13
364 [2B475| B 2 62 1/B2062 HRERETFA e JORZFS IR SEEETF A EEy—E M cross-mixing test
365 2B480| B 2 63 1/B2063 von Willebrand®F IA>- 91T 5V RAF von Willebrand&F von Willebrand factor
366| [2B490| B 2 64 0/B2064 von Willebrand WL FX—f##f von Willebrand¥JLF~X—f#tft von Willebrand factor multimers Ei2zl]
367 2B495| B 2 65 1/{B2065 ADAMTS13 ADAMTS13
368| [2B496| B 2 66 1/B2066 ADAMTS131kEs— ADAMTS13 inhibitor
369 [2B550| B | 2 | 67| 1|B2067 PIVKA- T (LA) PIVKA- I (LA) PIVKA-2 (latex agglutination)
370 [2B555] B | 2 | 68| 1|B2068 PIVKA- I (1 - 5] PIVKA- TI (i - &) PIVKA-2 (coagulation marker)
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371| [2B600| B 2 69 1/B2069 b -~O>ARTOTYU> b -TG b -~O>ARF0TU> beta-thromboglobulin
372 2B610| B 2 70 1/{B2070 /\MREE3EF PF3 M/MREE3EF platelet factor 3
373| [2B620| B 2 71 1/B2071 VMREE4EF PF4 /) REB4EF platelet factor 4
374 2B630| B 2 72 1/B2072 JUanus> Juanus> glycocalicin
375 2B700| B 2 73 0/B2073 J074>C JO74>C protein C
377 2B710| B 2 74 0/B2074 Jo0F74>S JoF4>S protein S
378| [2B711| B 2 75 1/B2075 WEBAI T 05T 1>S BRI T0T1>S free protein S
380 2B720| B 2 76 1/B2076 J074>G JO74>G protein G
381| [2B730| B 2 77 1|/B2077 bOSRES2U> hOSARES2U> thrombomodulin
382| [2B800| B 2 78 1/B2078 MOZARISANMIST NOVRISAMISA thromboelastograph
2B800| B 2 79 1/B2079 MIYRISAN 57- 5 EES RS
2B800| B 2 80 1/B2080 MIYRISZ M 57- MEHAZ RS RS
2B800| B 2 81 1/B2081 MIYRISZAN 57-BAMEHERE
2B800| B 2 82 1/B2082 MIVRISZAM57-BABHEE
383 [2B810| B 2 83 1/B2083 V) \iREEEERE /) \REESERE platelet aggregation
384 [2B820| B 2 84 1/B2084 V) MRAEERE MVVRAEE B platelet adhesiveness
385| [2B830| B 2 85 1/B2085 EHR BRI EHAM BRI IR capillary fragility test
386 B
387[ |2C B | 3 B3 MRFEIRE/ MBI FIRE
388 2C010| B 3 1 1/B3001 ANEJOESF RAIBMATIOES AEJOESF fetal hemoglobin JUINEJOE> 5 E
390 [2c030| B 3 2 1/B3002 HIARFSAEIOES HIRFIAETOES carboxyhemoglobin
391| [2C100| B 3 3 1/B3003 TDT A—ZFNTAFSRILAF SIS RTI5—E terminal deoxynucleotidyl transferase
392| |2C105| B 3 4 1/B3004 TAES Fr—€ TK deoxythymidine kinase
393 B 3 5 1/B3005 ANEJOECA HbA
B 3 6 1/B3006 AEJOEVAL HbA1 hemoglobin A1 JUINEJOE>SE
B 3 7 1/B3007 ANEJOE>Ala HbAla AEJOE>Ala hemoglobin Ala JUINEJOE> 5 E
B 3 8 1/B3008 ANEJOE>ALD HbA1b AEJOE>ALD hemoglobin Alb JUINEJOE> S E
B 3 9 1/B3009 AEJOE>ALC HbA1c AEJOE>ALC hemoglobin Alc JUINEJOE>5E
394 B 3 10 1/B3010 AEJOESA2 HbA2
395 B
396| |27 B | 4 B4 IRFHIRE/ZOM
397| [2Z010| B 4 1 1/B4001 ik Jinbyy erythrocyte sedimentation rate
398| [27030| B 4 2 1/B4002 MRS LbE specific gravity, blood
B | 4 3 1|B4003 FRIMBRIEHUEHER — B AT
B | 4 4| 1|B4004 FRIMBKIEHEHER — RAII
400 |2Z050| B 4 5 1/B4005 2afi-vA-9-FAk Safi-U4-4-FAk sucrose hemolysis test
401) |27070| B 4 6 1|/B4006 HAMFZ b FRIERIKHIEHER Ham acid serum test
402 2Z090| B 4 7 1/B4007 YEI—)LatER YEI-)LEHER Ribiere test
B | 4 8 1|B4008 CPC - /&MmFaR
B 4 9 1/B4009 CPC - /M T s
B 4 10 1/B4010 CPC - /&ia
B 4 11 1/B4011 CPC - A
408| |27120| B 4 12 1/B4012 Bo/AmiiR B AR autohemolysis test
409 27130| B 4 13 0/B4013 MRS MRHETE viscosity, blood 8B
410 |27200| B 4 14 1/B4014 53> B120RIRGHER SV EER E92>B120RINGHER vitamin B12 absorption test
411 |27220| B 4 15 1/B4015 FRIIREF D FRIERE erythrocyte life span
412| |27240| B 4 16 1/B4016 V)R dn /) \RFFan platelet life span
419 B
396 B |9 B9 MRFAIRE/Z0A
B |9 1| 9|B9001 AR — AR Ued%
B 9 2 9/B9002 JUINEJOE> S E U
399 B 9 3 9|B9003 FRIERIEHTERER YEI-)LERER erythrocyte fragility test J(RIY
B |9 4| 9|B9004 ERYTRIMBRAR AR CPC JCRIL
420|C © C SALFHIRE
421 [3A c |1 C1 HEFNRE/ED - BERIG
423 C 1 1 0/C1001 EEDE B2zl
428 3A010| C 1 2 1/C1002 HER TP =] total, protein
429 |3A015| C 1 3 1/C1003 NI 7T albumin
430| [3A016] C 1 4 1/C1004 A/GLt FIIZ> /0t A/Gtt albumin/globulin ratio
431 |3A025| C 1 5 1/C1005 T (5% 1T thymol turbidity test
432 3A030| C 1 6 1/C1006 ZTT ZTT zinc sulfate turbidity test
433| |3A035| C 1 7 1/C1007 CCLF ©I7)2ILATO0-) CCLF cephalin-cholesterol-lecithin flocculation
434| |3A040| C 1 8 1/C1008 OV MRS UL RIS cobalt reaction
435 C
436| (3B cl2 c2 HEFIIRE/ RS SUBENE
437| |3B010| C 2 1 1)/C2001 ILPFAAF—E CK ILTFAF-E creatine kinase
438 |3B015| C 2 2 1/C2002 CK-MB CK-MB creatine kinase. MB
439| |3B016| C 2 3 0/C2003 CK-MB7AYIA—1r CK-MB7AYTA—L creatine kinase. MB isoform
440 |3B020| C 2 4 1/C2004 CK-MM CK-MM creatine kinase. MM
441) |3B021| C 2 5 0/C2005 CK-MM7AYIA—1 CK-MMZ74YTA—-1 creatine kinase. MM isoform
442| |3B025| C 2 6 0/C2006 CKPAVYL In CKPAVYL I\ creatine kinase isoenzymes
443| |3B030| C 2 7 0/C2007 CK7AVFALT I~ CK7AVHA LT IR~ creatine kinase isoenzyme anomary
444 3B035| C 2 8 1/C2008 AST GOT GOT asparate aminotransferase
445 |3B036| C 2 9 0/C2009 AST7AVHA L GOT7AYHA s GOT7AYHA s asparate aminotransferase isoenzymes
446 3B040| C 2 10 1/C2010 m-AST m-GOT M-GOT mitochondrial-AST
447| |3B045| C 2 11 1)C2011 ALT GPT GPT alanine aminotransferase
448| |3B050| C 2 12 1/C2012 LD BB REE R LDH lactate dehydrogenase
449| |3B055| C 2 13 0/C2013 LD7AYY1 L FLERUKRERTA VT LDH7A VT lactate dehydrogenase isoenzymes Eis31]
450| |3B060| C 2 14 0/C2014 LD7A VYA LT IR~ ABBUKRERTAVT1LT IR~ LDH7A VYA LT )Y~ lactate dehydrogenase isoenzyme anomary B
451 |3B061| C 2 15 1/C2015 LD1 LDH1 lactate dehydrogenase 1
452 3B065| C 2 16 1/C2016 LD5 LDH5 lactate dehydrogenase 5
453| |3B070| C 2 17 1/C2017 TIWHIIARTFH—E ALP PIVHIIARTrE—E alkaline phosphatase
454 |3B072| C 2 18 1/C2018 BRTIWNIIARTFI—E BAP BRTIWNIIAZTTE—E bone-specific alkaline phosphatase
455 |3B075| C 2 19 1/C2019 MHEVMET IV NIIART7H—E(HSAP) THEVEALP THEVEALP heat-stable alkaline phosphatase
456 C 2 20 1/C2020 BABEETIVNIIAR TP BAESMEALP placental alkaline phosphatase
457 |3B080| C 2 21 0/C2021 ALP7AYHYA I\ PIHIIARTFE—ETAVHA L ALP7AYYA 1 alkaline phosphatase isoenzymes
458| |3B081| C 2 22 0/C2022 ALP7AVYA L (TOF7—8/ /4535 - PABT7HO- X&) ALP7AVYA L (TJOF7—8/JA53=F - CAIBT7H0-Z%) alkaline phosphatase isoenzymes (protease/neuraminidase pretreatment-agarose gel electrophoresis)
459 |3B085| C 2 23 0/C2023 ALPT7AYFA LT I~ ALP7AVHALT IR~ alkaline phosphatase isoenzyme anomary
460| |3B090| C 2 24 1/C2024 g-IWFINSIARTFE—E g-GT g -GTP gamma glutamyl transpeptidase
461| |3B095| C 2 25 0/C2025 g-IWIINSIARTFI—CTAVTA A g-GT7AYT{ L g -GTP7AYYA 1n gamma-GT isoenzymes
462 3B100| C 2 26 1/C2026 FIVRS—E TIRS—E aldolase
463| |3B105| C 2 27 1/C2027 BIT7AFIH-E MAO MAO monoamine oxidase |
464 3B110| C 2 28 0/C2028 JUVIRTS-t ChE JUVIZFS-E cholinesterase B
465| |3B115| C 2 29 0/C2029 JUSIAT5—(DN-FN) JYYIZF5—t(DN-FN) cholinesterase (dibucain number-fluoride number) Eis31]
466 |3B120| C 2 30 1/C2030 7EFI-ADIZATS-E ROV IZTS—E 7EFI-OVDIZF5-E acetylcholinesterase
467| |3B125| C 2 31 1/C2031 97— 97—t guanase
468| |3B130| C 2 32 1/C2032 FTIIVTTIF-E ADA PTIIITTIF-E adenosine deaminase
469| |3B135| C 2 33 1/C2033 01> 7ZIRTFH-E LAP LAP leucine aminopeptidase
470 |3B140| C 2 34 0/C2034 LAP7AVHA Ly LAP7AYYA Ly leucine aminopeptidase isoenzymes 8B
471 |3B145| C 2 35 1/C2035 RABEIELAP P-LAP FREEELAP leucine aminopeptidase. placental
472 |3B150| C 2 36 1/C2036 FSZITIIRTFI—E AAP TIZUT alanine aminopeptidase
473| |3B155| C 2 37 1/C2037 SAFUTIIRTFH-E CAP SAFITIIRTFHI-E cystinyl aminopeptidase
474 3B160| C 2 38 1/C2038 735t amylase
C 2 39 0/C2039 TIS5-CFAVTAL amylase isoenzyme Eis31]
476 |3B170| C 2 40 0/C2040 TI5—EFAVTALTIRU— PI5—CTFAVFALTIIU— amylase isoenzyme anomary B2
477| |3B175| C 2 41 1/C2041 BEPI5—t£ ‘75—t pancreatic amylase
478 |3B176| C 2 42 1/C2042 IERER7Z5 -t IERER7IS5 -t salivary amylase
479 |3B180| C 2 43 1/C2043 Y-t Y-t lipase
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480 |3B185| C 2 44 1/C2044 NIy NFSY trypsin

481 3B187| C 2 45 1/C2045 NT5—¥ NT5—¥ tryptase

482| |3B188| C 2 46 1/C2046 ITORVAFSS-E MPO STORVAFSS-E myeloperoxidase

483 |3B190| C 2 47 1/C2047 S NITS A S — PSTI PSTI pancreatic secretory trypsin inhibitor

484| |3B192| C 2 48 1/C2048 TARITAN—EA2 PLA2 TARTAYI—EA2 phospholipase A2

485 3B195| C 2 49 1/C2049 ISRH-1 EL-1 ISRH-F1 elastase 1

486 |3B200| C 2 50 1/C2050 FANIRISRY—E FAAIRIS RS- polymorphonuclear leukocyte (PMN)-elastase

487 3B205| C 2 51 1/C2051 5'-2LAFI-E 5-RILAFI-£ 5'-nucleotidase

488| |3B210| C 2 52 1|/C2052 URIIL 7€ R-Nase URIIL 7~ ribonuclease

489| |3B215| C 2 53 1/C2053 B/ TIHUEURRIL 7 —5E ML B/ P AUEIRIIL 7 —E5EIELE acid phosphatase/alkaliphosphatase activity rate

490 |3B220| C 2 54 1/C2054 @'\':Dzl)r 59—t ACP BMIARTTH - acid phosphatase

491| |3B221| C 2 55 1/C2055 ERBIKIEREIAZT7I -t TR-ACP SERBIETMERMEIAZR TP tartrate resistant acid phosphatase

492| |3B222| C 2 56 1/C2056 TEERIRIEREE T4 2775 —15b TRACP-5b SEOEIRITEEEETAR TSt 5 b tartrate resistant acid phosphatase 5b

493| |3B225| C 2 57 1/C2057 IV EERKSREE R GLDH VAR RBE R glutamate dehydrogenase

494| |3B230| C 2 58 1/C2058 AVITEERK: S ICDH V)T BERUK SRR isocitrate dehydrogenase

495 |3B235[ C 2 59 1/C2059 ANZFIHWNE=IRSSRTI5-E OCT AWZFIANNE-IV RSP RTIS5-E ornithine carbamyltransferase

496| |3B240| C 2 60 1/C2060 a-)\1{ ROF S BEEARUK RS SR HBD HBD hydroxybutirate dehydrogenase

497| |3B245| C 2 61 1/C2061 b-J)Ly0=45-t£ b -GL b -J)y0=45-t beta glucuronidase

498| |3B250| C | 2 62 1|{C2062 n95-t h95-t catalase

499 3B255| C 2 63 1/C2063 UIF-L YF-L lysozyme

500 [3B260| C 2 64 1/C2064 GPDAP JUSNTOUNSRIFINTZIRTFI—E GPDAP glycylprolyl dipeptidyl-aminopeptidase

501 [3B265| C 2 65 1/C2065 EIESEE - PK EILES BTt pyruvate kinase

502| [3B270| C 2 66 1/C2066 VIVE MUK R 3R SDH SDH sorbitol dehydrogenase

503| [3B271| C 2 67 1/C2067 IV R-ZE TR PIVR-RETEER aldose reductase

504| [3B275| C 2 68 1/C2068 > IEER KRB SR MDH MDH malate dehydrogenase

505| [3B280| C 2 69 1/C2069 JIV1—-R-6-US BRIk SRE R G-6-PDH G-6-PDH glucose-6-phosphate dehydrogenase

506 [3B283| C 2 70 1/C2070 JIVIA-RUVEEAYXS—E JNA-RUVEEAYXS—E glucose phosphate isomerase

507| |[3B285| C 2 71 1/C2071 RARNFY-ZIYNS—E PHI RARNFY=ZIIXS—E phosphohexose isomerase

508| [3B287| C 2 72 1/C2072 NA-RUSEEA VXS NA-ZUSEEAYAS—E triosephosphate isomerase

509| [3B290| C 2 73 1/C2073 2-5ASREER 2-SAERER 2-5-oligoadenylate synthetase

510 [3B295| C 2 74 1|/C2074 52275t h22TRS-E transketolase

511| |[3B300| C 2 75 1/C2075 a5+t 2551t collagenase

512 [3B305| C 2 76 1/C2076 JOUlERDFS 5t PH JOULEROFS S5t prolyl hydroxylase

513| |[3B310| C 2 77 1/C2077 SOD A=/=AFYARTHALI—E SOD superoxide dismutase

514 3B311| C 2 78 1|{C2078 Cu, Zn-SOD Cu, Zn-SOD Cu, Zn-superoxide dismutase

515 3B315| C 2 79 1/C2079 704 RSV I75-E AF04 YL TP steroid sulfatase

516 [3B320| C 2 80 1/C2080 R=)(Z> b-KELEEZR DBH R— b -KESEEEER dopamine beta-hydroxylase

517 [3B325| C 2 81 1/C2081 TOXATI 1R ACE ToXATIS 1R R angiotensin-1-converting enzyme

518| [3B330| C 2 82 1/C2082 NAG N-7£F)Lb -D-J)LT NAG N-acetyl-beta-glucosaminidase

519| |[3B331| C 2 83 0/C2083 NAG7AYYA N-7EFIb -D-J)Ld NAGZAYHA I N-acetyl-beta-glucosaminidase isoenzymes B

520 [3B333] C | 2 84| 1/C2084 a -N-7EFWINIGI=H-t a -N-ZEFNINIHIZI-t alpha-N-acetylglucosaminidase

521 3B335| C 2 85 1/C2085 TUNVBILIFI—EA UYL IPE—EA arylsulfatase-A

523 [3B340| C 2 86 1/C2086 RIS )51 PG 1 RIS )-521 pepsinogen 1

524| [3B345| C | 2 87 1/C2087 RIZ)=5>2 PG 2 RIS =452 pepsinogen 2

525 C 2 88 1{C2088 RIL)-4> 1/2kE PG 1/2 pepsinogen 1/2 ratio

526 [3B350| C 2 89 1/C2089 JUELTITERLEDS—E GAR JUELTITERLEDE—E glyceraldehyde reductase

527| [3B355| C 2 90 1/C2090 > IEEE SR USRS 3R malic enzyme

528| [3B360| C 2 91 1/C2091 a-Jazs-t a-JNaIys-¥ alpha glucosidase

529| [3B365| C 2 92 1/C2092 b -J)335-¥ b -J)335-t beta glucosidase

530 [3B370| C 2 93 1/C2093 a -5 a -fisohs9—t alpha galactosidase

531 [3B375| C 2 94 1/C2094 b -#i59h39-€ b -A59h5-€ beta galactosidase

532 [3B380| C 2 95 1/C2095 —t a -3t alpha mannosidase

533| [3B390| C | 2 96 1|/C2096 alpha fucosidase

534| |3B400| C 2 97 1/C2097 hexosaminidase

535| [3B401| C 2 98 1)/C2098 hexosaminidase A

536 3B420| C 2 99 1/C2099 NADH diaphorase

539 [3B425| C 2 | 100 1/C2100 INAFAVBTTEESR IIWAF AR TR glutathione reductase

540| [3B431| C 2 | 101 1/C2101 JIWAIFAYS-N5VRT15—F-a GST-a IVAFASS-R5VAT15-t-a glutathione-s-transferase alpha

541| [3B480| C 2 | 102 1/C2102 SMERMEKTS 0T 7t/ ks — SLPI SBMERMEKTSTO07 7 -t/ EEs— secretory leukocyte protease inhibitor

542| |[3B500| C 2 | 103 1/C2103 JO0F7Y-14 2T 077 - TS JOF7Y-14 proteasome

544| [3B501| C 2 | 104 1/C2104 INWYHZAXFOTOFTT7—1-1 MMP-1 INYIRXAOTOF7—E-1 matrix metalloproteinase-1

545 [3B502| C 2 | 105 1/C2105 INWIZXF0TOFTT7 -2 MMP-2 INYIRXIOTOFT7—E-2 matrix metalloproteinase-2

546| [3B503| C 2 | 106 1/C2106 INWHZXFOTOFT7—t-3 MMP-3 INYIRXAOTOF7 -3 matrix metalloproteinase-3

547 [3B509| C 2 | 107 1/C2107 INWIZXF0T0F7 -9 MMP-9 INYIRXIOTOF7—£-9 matrix metalloproteinase-9

548| |3B531| C | 2 | 108 1)/C2108 #EREXY0T07 7P/ EES -1 TIMP-1 #0077/ EES -1 tissue inhibitor of metalloproteinase-1

549| |[3B532| C 2 | 109 1/C2109 HREXI0T0T 7L/ EES -2 TIMP-2 HRXI0T0T 7 A kS -2 tissue inhibitor of metalloproteinase-2

550 C

551] [3C c|3 c3 HEFNRE/MEN FERILEN

552| |3C010| C 3 1 0/C3001 ILTF> ILTFY creatine

553| [3C015| C 3 2 0/C3002 IVFFZ> ILTFZ> creatinine

554| [3C016| C 3 3 1/C3003 SA5FC SA9FC cystatin-C

555 3C020| C 3 4 1/C3004 PRES UA PRE uric acid

556| [3C025| C 3 5 1/C3005 RERER UN PRIRER urea nitrogen

557| [3C030| C 3 6 1/C3006 BRER NPN BRER non protein nitrogen

558| [3C035| C 3 7 1/C3007 HWER HER total nitorogen

559 3C040| C 3 8 1/C3008 TVEZT TUEZT ammonia

563 C 3 9 1|/C3009 BTR ratio

564 C 3 10 1/C3010 BCAA branched-chain amino acids

565| [3C048| C 3 11 1/C3011 FO>> FOI>~ tyrosine

566 3C049| C 3 12 1/C3012 J1IVT75Z> JIV75Z> phenylalanine

567| [3C050| C 3 13 1/C3013 g -T7Z/EREE GABA g -7ZJBEEE gamma aminobutyrate

568| [3C055| C 3 14 1/C3014 JAROF3T0U>(#8) EROFT0U>(#8) J\AROFT0U>(#) total hydroxyproline

569| [3C060] C | 3 | 15] 1|C3015 A ROFS T0U> () EROFS 700> () 1 ROFS 700> (555) free hydroxyproline

570 3C063| C 3 16 1/C3016 E2F> E2FT> histidine

571 3C065| C 3 17 1/C3017 3-AFIERFSY 3-AFIEZFT> 3-methylhistidine

572| [3C070| C 3 18 1/C3018 HRESRTA> RESATA> total homocysteine

573| [3C090| C 3 19 1|/C3019 FTRAEZY FAESY desmosine

575 3C103| C 3 20 1/C3020 AFNIT=S> AFIIT. methylguanidine

576 [3C105| C 3 21 1/C3021 RU7Z> RUPZ> polyamine

578| |[3C115| C 3 22 1/C3022 STEFIANIVEY STEFINANIVEY diacetylspermine

579 C 3 23 1/C3023 RAREY> P-Ser phosphoserine TI/BSE(), PI/ENE(RY-22Y)
580 C 3 24 1/C3024 49> Tau taurine B BI(HR) . T/ M E(RY)-22Y)
581 C [ 3 | 25/ 1|c3025 RARIS /N> PEA (). 7= BRI ——>7)
582 C 3 26 1/C3026 TANGE B Asp asparagine acid B EI(HR). P/EDE(RY—-=>Y)
583 Cc | 3 | 27 1|c3027 FoA=Y Thr threonine (). 7= B E(XD——>7)
584 C 3 28 1/C3028 0p% Ser serine BOE(R), PI/BDEI(RYY-227)
585 C | 3 | 29 1|c3029 TV Glu glutamic acid (). 7= EAE(XD——>7)
586 C 3 30 1/C3030 I Gln glutamine BOE(R), PI/BDEI(RYY-227)
587 c|3 31 1|{C3031 B3> Sarco BN BI(H). TZ/BEDE(RIN—=2Y)
588 C 3 32 1/C3032 a7IITIEVEE a-AnBA BOE(R), 7I/BDEI(RYY-227)
589 c|3 33] 1|C3033 Iy Gly BENBI(H). TZ/BEDE(RIN-=2Y)
590 C 3 34 1/C3034 73=> Ala BOE(R), PI/BDEI(RYY-227)
501 C | 3 | 35 1|c3035 SR (). 7= EAE(XD——>7)
592 c|3 36/ 1/C3036 a-73/-n-BEEk B BI(H). 7Z/BEDE(RYY-=2Y)
593 c|3 37 1|C3037 > BENBI(H). TZ/BEDE(RIN—=2Y)
594 c|3 38] 1/C3038 SAFY B BI(H). 7Z/BEDE(RYY-=2Y)
595 C [ 3 | 39 1|c3039 XFA=S (). 7= BRI ——>7)
596 c|3 40| 1/C3040 SARIFAZY B BI(H). 7Z/BEDE(RYY-=2Y)
597 Cc [ 3 | 41 1|c3041 10> TR E(R). 72BN E(R0)——2T)
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598 C | 3 | 42] 1|c3042 BB (). 72 EAE(AI)——>7)
599 C 3 43 1/C3043 BOE(R), PI/BDEI(RYY-227)
600 C | 3 | 44| 1|c3044 BAE(R). 7 BIE(XI)—=27)
601 C 3 45 1/C3045 BOE(R), PI/BDEI(RYY-227)
602 C | 3 | 46] 1|Cc3046 T5)-WT=> EESEI(12). 73/ B(RY)—=>7)
603 c|3 47 1|C3047 EROFIUDY B BI(H). 7Z/BEDE(RYY-=2Y)
604 C | 3 | 48] 1|c3048 AN=F> EESYEI(12). 73/ B(RD)—=>7)
605 C 3 49 1/C3049 NZRT7> BOE(R), PI/BDEI(RYY-227)
606 c|3 50 1|{C3050 Uy BENBI(H). TZ/BEDE(RIN-=2Y)
607 C 3 51 1/C3051 1-AFIVERFTY BOE(R), PI/BDEI(RYY-227)
608 c|3 52 1|{C3052 7> BENBI(H). TZ/BEDE(RIN—=2Y)
609 C 3 53 1/C3053 iz BOE(R), PI/BDEI(RYY-227)
610 C | 3 | 54 1|c3054 TNE= BAE(#). 7 EHB(RI)—=>7)
611 C 3 55 1/C3055 EROFS 70U BOE(R), PI/BDEI(RYY-227)
612 C | 3 | 56/ 1|C3056 TAGES EESEI(2). 73/ B(RY)—=>7)
613 C 3 57 1/C3057 Jou> BOE(R), PI/BDEI(RYY-227)
614 c|3 58 1|{C3058 RESZRF> BENBI(H). TZ/BEDE(RIN—=2Y)
615 c|3 59 1|C3059 Y-T73/-B-EROFS RS B BI(H). 7Z/BEDE(RYY-=2Y)
616 c|3 60 1{C3060 INOMS> BENBI(H). TZ/BEDE(RIN—=2Y)
617 c|3 61 1|C3061 AFAZSRIRESR B BI(H). 7Z/BEDE(RYY-=2Y)
618 C | 3 | e2] 3[c3062 Fischerkt BB (). 72/ EAE(AI)——>7)
C 3 63 1/C3063 ThLRS> AP 58
C 3 64 1/C3064 RIS
c|3 65 1|C3065 AR RIS
C 3 66 1|/C3066 HIRY> HIRYY cadaverine
C 3 67 1/C3067 GSA guanidinosuccinic acid (GSA)
C 3 68 1/C3068 GAA guanidinoacetic acid (GAA)
C 3 69 1/C3069 GPA B-guanidinopropionic acid (GPA)
C 3 70 1/C3070 GBA y-guanidinobutyric acid (GBA)
C 3 71 1/C3071 G guanidine (G)
C | 3 | 72[ 1|c3072 XFINIT=SS(MG)
c|3 73 1|C3073 AT 5
C 3 74 1/C3074
c|3 75 1|C3075
c|3 76 1|{C3076
c|3 77 1|C3077 HIRY>
c|3 78 1|{C3078 MR8/ FO>> TIVLE
C 3 79 1/C3079 EIEE(BTR)
c|3 80 1{C3080 MR /BRE(BCAA)
C 3 81 1/C3081 FOSVRE OIS/ FOS > EIVLE
619 C
620 |[3D cl 4 c4 HALFIIRE/ MBS SUBLEYE
621| |3D010| C 4 1 1/C4001 JII-R JII-2 glucose
622 |3D015[ C 4 2 1/C4002 HIIR=X A= galactose
623] |3D020| C 4 3 1|/C4003 HyhOo-2 I HyhO-2 saccharose
624 3D025| C 4 4 1/C4004 plZINS ES IIWIR=R fructose
625| |3D030| C 4 5 1|/C4005 JIVb-=2R NIVh=2R maltose
626 3D031| C 4 6 1/C4006 L-3-2 WRERTI-2 L-21-X L-fucose
627| |3D032| C 4 7 1|/C4007 NFYHIY ANFYHIY hexosamine
628 3D033| C 4 8 1/C4008 VILER=IL YIER=IL sorbitol
630 3D040| C 4 9 1/C4009 JUYINEJOEVAL HbA1 JUINEJOEVAL hemoglobin A1
631 3D045| C 4 10 1/C4010 JUINEJOE>ALC HbA1c JUINEJOEVALC hemoglobin Alc
632 3D046| C 4 11 1/C4011 JYINEJOEZALlc (NGSP) HbA1c(NGSP) JUINEJOEVALC (NGSP) hemoglobin Alc (NGSP)
633 3D050| C 4 12 1/C4012 PUZINEY IWVIMYEY fructosamine
634| |3D055| C 4 13 1/C4013 HJUIAFNIZ> AYIFNITZ albumin, glycated
635 |3D060| C 4 14 1/C4014 LJER [ A= LIEH mucoprotein
636 |3D065| C 4 15 0/C4015 LAJEADE LAJEEDE mucoprotein fractionation
637 |3D070| C 4 16 1/C4016 BIEAIZHER EMEAIZTER mucopolysaccharide
639 |3D080| C 4 17 1/C4017 7Oz E7INO>EE hyaluronate
640 3D085| C 4 18 1/C4018 1,57>EROJILS b= 1,5AG 1,57 ROV b=IL 1,5-anhydroglucitol
641 3D090| C 4 19 1/C4019 1= 1JSh=l inositol
642 |3D095| C 4 20 1/C4020 AT SALIT - myoinositol
643 3D100| C 4 21 1/C4021 2,3-DPG 2,3-SRARIIEY> 2,3-DPG 2,3-diphosphoglycerate
644 3D105| C 4 22 1/C4022 STIVEE STIVEE sialate
645 |3D110| C 4 23 1/C4023 UMDY RIhITY pentosidine
cC| 4 24 1|C4024 E7NO> I 2 )]
Cc | 4| 25 1[c4025 JVRO4F> |§LEA]%%E1‘M:‘@
cC| 4 26 1|C4026 IV ROAFBREEA LIRS E
Cc | 4] 27 1|ca027 IV ROAF S HBEC |§LEA]%%E1‘M:‘@
cC| 4 28 1|C4028 IV ROAFUBREEA-C LIRS E
cC| 4 29 1{C4029 FIVREIVEEE(DY RO FOHiEEB) |§LEA]%¥E1‘M&@
c| 4 30 1|C4030 NGRS LIRS E
Cc [ a4 3] 1[ca031 55k [EEMELIZ AT
646 C C4032 HEEREIR)
647| |3E CH|l5 (&) HACFINRE/ BB
648 3E010| C 5 1 1/C5001 HEE ALE lactate
649| |3E015| C 5 2 1/C5002 EIESEE [ <% ] pyruvate
650| |3E020| C 5 3 1/C5003 i3 i3 acetate
651) |3E025| C 5 4 1|/C5004 SavEE Vg oxalate
652 3E030| C 5 5 1/C5005 DIV JIEE citrate
653| |3E035| C 5 6 1/C5006 AFIVROEE MMA AFIROVEE methylmalonate
654 3E040| C 5 7 1/C5007 ThAR AR ketones
656 C 5 8 1|/C5008 HIAR total ketone bodies T ARSI
657 3E050| C 5 9 1/C5009 Ay pacdyiiiid acetoacetate TARSE
658| |3E055| C 5 10 1/C5010 3-)\{ ROFSAEEE 3-/\( ROFSEREE 3-hydroxybutyrate T ARSI E
c|>5 11 1|C5011 T MRS/ 3-E ROF S EREELE ThARS B
[ 12 1|{C5012 3-b RO+ BRES/ 712 NEFRELE TIARSE
659 3E060| C 5 13 1/C5013 Pad2 P42 acetone
660 |3E065| C 5 14 1/C5014 PRCY: ] TS phytanate
661| |3E070| C 5 15 1/C5015 RESSFIUE RS OFO U homogentisate
662| |3E090| C 5 16 1|/C5016 XNOEE X0 mevalonate
c| 5 17 1|C5017 IO EE PR EESH
[ 18 1|{C5018 COUNIZ B PR EEDHT
c| 5 19 1|C5019 AL PRSI H
[ 20 1|{C5020 EILES B PR EEDHT
c| 5 21 1|C5021 Fg PRSI
[ 22 1|{C5022 U IR PR EEDHT
c| 5 23 1|C5023 DIV PRSI H
[ 24 1|{C5024 J/\EE PR EEDHT
c| 5 25 1|C5025 a -uMIVIIVEE PR EESH
665 C
666| |3F cl 6 [ HALFINRE/ IS S SUBLEY E
667| |3F010| C | 6 1 1{C6001 HAEE TL HOAEET total lipids
668 3F015| C 6 2 1/C6002 rJUEYR TG NZIDN triglyceride
670 |3F025| C 6 3 1/C6003 U AEE YRS total phospholipids
672 |3F035| C 6 4 1/C6004 Rt ARRAES NEFA R AERLES free fatty acid
679] |3F050| C 6 5 1|/C6005 JLAF0-) TC JLZFO0-)b total cholesterol
680 3F055| C 6 6 1/C6006 IZFNEIALZFO-) IZFIVEILZFO-) cholesterol, Esterified
682 3F065| C 6 7 1/C6007 BERERIILZT0-)L ERERILZT0-)L cholesterol, Non-esterified
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683 3F070| C 6 8 1/C6008 HDL-JLZ70-)b HDL-C HDL-JLZF0-)b HDL-cholesterol
C 6 9 1/C6009 HDL2-JLAF0-)L HDL2,3-JLZF0-)b
C 6 10 1/C6010 HDL3-JLZ70-)b HDL2,3-JLA70-)b

685 3F077| C 6 11 1/C6011 LDL-JLZ70-)b LDL-JLAF0-)L LDL-cholesterol

686 C 6 12 1)/C6012 non HDL-JLZF0-)b non-HDL cholesterol

687 C 6 13 1/{C6013 LDL-OLZ70-JL/HDL-JLAFO-ILEE LDL-cholesterol/HDL-cholesterol ratio

688 |3F078| C 6 14 1/C6014 LAY MEUREBILATO-)L RLPILZTO-)b L ATy MEURERIVATO-)L remnant like particles-cholesterol

689 |3F079| C 6 15 1/C6015 L LT MEUREE NJUEUR RLPRJUESA R L LT MEURERS NJUEYR remnant like particles-triglyceride

690 |3F080| C 6 16 7|C6016 AEEESE U957 AEEESE lipids fractionation BIAEIRES

692 C 6 17 1/C6017 IOVSTITEMERRLDL MDA-LDL

693 C 6 18 1/C6018 LEF/ZT4>% L/Stt

695 3F087| C 6 19 1/C6019 IRESHARAAEL MDA -LDL MDA -LDL

696 |3F090| C 6 20 1/C6020 Jutn-)L LY FU/RT41>TZTYSLE lecithin/sphingomyelin ratio

697| |3F095| C 6 21 1/C6021 BEMLAEE AEEEAR RSB D E total fatty acids fractionation

698 |3F096| C 6 22 1/C6022 REHES KRB EE AR R EHASALES very long chain fatty acids

699 3F100| C 6 23 1/C6023 Jy3d-)LE8 J-UILJUS>(CG) Juto-Jy glycerol

701 3F110| C 6 24 1/C6024 Jishanid #oREITEE RBHES bile acids

702 3F115| C 6 25 1/C6025 Jy3d-)LE8 J-UILJUS>(CG) JY13-)L8k cholylglycine

704 [ 26 1|{C6026 J-VEE CA BB B

705 C 6 27 1/C6027 TI)TAFSI-IVEE CDCA

706 C 6 28 1/C6028 FTAFSI-IEE DCA

707 C 6 29 1/C6029 YRI-)VEE LCA

708 C 6 30 1/C6030 VYT AFSI-)VEE UDCA B LS IE

709 C 6 31 1/C6031 CA/CDCALL B+ E S E

711 C 6 32 1/C6032 WEBEIINYT AT I IVEE FUDCA

712 C 6 33 1/C6033 pisiim i FCA

713 C 6 34 1/C6034 WEEY )T AT - IVEE FCDCA

714 C 6 35 1/C6035 Rt A+ - B FDCA

715 [ 36 1|{C6036 SERfEY hI—)L A% FLCA

716 C 6 37 1/C6037 PV ABEINYT AFS -V GUDCA

717 C 6 38 1/C6038 U oaad-IVEE GCA

718 C 6 39 1/C6039 PV ABET )T AFS -V GCDCA

719| |3F126| C | 6 40 1)/C6040 TR BB L FREgIa S RUAE RS sulfated bile acid
cCl 6 41 1|/C6041 F9YSE(12:0) FUUVE(12:0) lauric acid hJUEY RAERELSY B, SASEEREANELSY B, U AEEARERLEL S, EREASAALSY B, TZT VAN T OV ASASELSY B
cC| 6 42 1|{C6042 SUZRRLAEE(14:1) SURBLAVEE(14:1) myristoleic acid ~IUEY RAERAEESY B, SASESARALELSY B, U ARESARAAEAIE. HEREASAAREIEL T27)VEIIL R 70—V AERARE Y B
cl 6 43 1/C6043 SURFUEE(14:0) SURFE#(14:0) myristic acid hJUEY RAERELSY B, SASEEREANELSY B, U AEEARERAEL S, EREASAARLSY B, TRT VAL T OV ASAHELSY B
cC| 6 44 1|C6044 JOLShLA>E5(16:1) palmitoleic acid ~IUEY RAERAEESYEI. SASESARALELSY B, > ARESARAAEAIE. HEREASAAREIIEL T27)VEIIL R 70—V AERAEE Y B
cCl 6 45 1|/C6045 JOLEFUEE(16:0) palmitic acid hJUEY RAERELSY B, SASEEREANELSY B, U AEEARERLEL I, EREASAARLSY B, TRT VAN T OV ASAHELSY B
cC| 6 46 1|{C6046 YL E%(18:3) UL >E%(18:3) linolenic acid ~IUEY RAERAEESY B, SASESARALELSY B, U ARESARAAEAIIE. HEREASAAREIEL T27)VEIIL 70—V AERAEE Y B
c| 6 47 1|C6047 Y-UIL B y-UIL y linolenic acid hJUEY RAERELSY B, SASEEREANELSY B, V> BEEIREALEE S ) B 270 VASAhEESY Bl
cC| 6 48 1|{C6048 UJ)—)VE5(18:2) UJ-)VE(18:2) linoleic acid ~IUEY RAERLEESY B, SASESARALELSY B, U ARESARAAEAIE. HEREASAAREIIEL T27)VEIIL R 70—V AERAEE Y B
cl 6 49 1|/C6049 ALA>E(18:1) ALA>E(18:1) oleic acid hJUEY RAERELSY B, SASEEREANELSY B, U AEEARERAEL S, rREASAARLSY B, TRT VAL T OV ASASELSY B
cC| 6 50 1{C6050 AFT7Y>E(18:0) 277> E%(18:0) stearic acid ~IUEY RERLEESY B, SASESARALELSY B, > ARESARAAEAIE. HEREASAAREIIEL T27)VEIIL R 70—V AERAEA Y B
C 6 51 1/C6051 IAIYRIHIEE(20:5) IAIYRHTE(20:5) eicosapentaenoic acid JJUEY REERAES S 81, £ASERRAAEL Y EL U ASERRRAEE B WREASAAEE Y B, T2 TV RO T 0V AERAEE B
cC| 6 52 1|{C6052 P5HRUEE(20:4) TIHRVEE(20:4) arachidonic acid ~IUEY RAERAEESY B, SASESARALELSY B, U ARESARAAEAIE. HEREASAARAIEL T27)VEIIL 270V AERAEE Y B
C 6 53 1/C6053 IRE-y-UILUEE(20:3) IRE-y-UILVE(20:3) dihomo-gamma-linolenic acid NJUEY RASAAESSY Bl SAREASAAELS I, ) AREEARALEE Y B, WREAEASEE I E, TAT)VELIL AT 0 )V ARAAEE Y B
cC| 6 54 1|{C6054 TAIYTTOEE(20:2) IAIYTTO@E(20:2) eicosadienoic acid ~IUEY RAERAEESY B, SASESARALELSY B, U ARESARAAEAIE. HEREASAAREIEL T27)VEIIL R 70—V AERAEE Y B
cl 6 55 1|/C6055 HRLAVE%(20:1) HRUASE(20:1) gadoleic acid hJUEY RAERELSY B, SASEEREANELSY B, U AEEARERLEL S, rREASAAELSY B, TZT VAL T OV ASAHELSY B
cC| 6 56 1|{C6056 F3HIVEE(20:0) F3FTUEE(20:0) arachidic acid ~IUEY RERAEESY B, SASESARALELSY B, > ARESARAAEAIIE. HEREASAAREIEL T27)VEIIL R 70— )VAERAEA Y B
cl 6 57 1|C6057 RIGAFHIV#(22:6) RIUAFHIOE(22:6) docosahexaenoic acid tJUEY RAERSELSY B, SASEEREANELSY B, U AR EARERLEL S, EREASAARLSY B, TRT VAN T OV ASAHELSY B
C 6 58 1/C6058 RIGRSHT#(22:5) RIAROHTOEE(22:5) docosapentaenoic acid N UEY RASRAESSY . SAEERSASEES . U BEEEASAAES Y. RtREAbEE @, TAT)VRILRT0-)VASAAEE Y &
cl 6 59 1|/C6059 TV hEg(22:1) TV HE%(22:1) erucic acid hJUEY RAERELSY B, SASEEREANELSY B, U AR EARERLEL S I, EREASAARLSY B, TRT VAN T OV ASASELSY B
[ 60 1{C6060 AAVEE(22:0) ARAVEE(22:0) behenic acid ~IUEY RERAEESY B, SASESARALEL B, U ARESARAAEAIIE. HEREASAARE I IEL T27)VEIIL 70—V AERAEA Y B
cl 6 61 1/C6061 RIVROEE(24:1) RIS B (24:1) nervonic acid hJUEY RAERELSY B, SASEEREANELSY B, U AR EARERAEL S I, EREASAARLSY B, TRT VAN T OV ASAHELSY B
[ 62 1{C6062 YIS EE(24:0) VI UV E(24:0) lignoceric acid ~IUEY RAERAEESY B, SASESARALEL S B, > ARESARAAEAIE. HEREASAAREIIEL T27)VEIIL R 70—V AERAEA Y B
cl 6 63 1|/C6063 tOFVE%(26:0) tOFE(26:0) cerotic acid hJUEY RAERELSY B, SASEEREANELSY B, U AR EARERLEL S I, rREASAARLSY B, TRT VAN T OV ABASELSY B
[ 64 1|{C6064 EPA/AALL EPA/AALE EPA/AA ratio ~IUEY RERAEESY B, SASESARALELSY B, U ARESARAAEAIE. HEREASAAREIEL T27)VEIIL 70— )VAERAEA Y B

720| |3F130| C 6 65 1/C6065 b -URER b -UREH beta-lipoprotein

721| |[3F135| C 6 66 0/C6066 UREESE UREB S E lipoprotein fractionation

726| |3F136| C 6 67 0/C6067 UNEBSE[LEEE] UREADE[LBE] lipoprotein fractionation [turbidimetry]

727| |3F140| C 6 68 0/C6068 URE A ENEERIE UIRNEER D EEEAITE lipoprotein fractionation

722 [3F145| C 6 69 0/C6069 UNEREESE UREBEEDE lipid fractionation in lipoprotein

723| |3F150| C 6 70 0/C6070 UREAILATO- VS E URERIVATO- LS E cholesterol fractionation in lipoprotein

724 [3F151| C 6 71 0/C6071 URER NI UEYRSE UREE NJULYRSE triglyceride fractionation in lipoprotein

725| |3F152| C 6 72 0/C6072 UREAYAEE S E URNEERYAEE S E phospholipid fractionation in lipoprotein

728| |3F155| C 6 73 3/C6073 UREBXEYE URTOFA>X UREEX lipoprotein-X

729| [3F156| C 6 74 1/C6074 UREA(a) Lp(a) UER(a) lipoprotein (a)

730| |3F157| C 6 75 3|C6075 URER(a)RIRA Lp(a) phenotype UREA(a)RIRE lipoprotein (a) phenotyping

731 [3F160| C 6 76 1/C6076 UREAY/ (-t LPL URERY/—t lipoprotein lipase

732| |3F165| C 6 77 1/C6077 AFEERIUEY R HTGL RPN UEYRU-E hepatic triglyceride lipase

733| |[3F170| C 6 78 1/C6078 LCAT LY FYALZATO-VTIINSY RIS LCAT lecithin cholesterol acyltransferase

735| |3F175| C 6 79 1/C6079 PAREBA TAREBA apolipoprotein A

736 [3F180| C 6 80 1/C6080 FREHA- 1 PHREEA- 1 apolipoprotein A-1

737| |3F185| C 6 81 1/C6081 PAREBA-T FAREBA-T apolipoprotein A-2

738| [3F190| C 6 82 1/C6082 TREEB PREEB apolipoprotein B

739| |[3F195| C 6 83 1/C6083 PAREAC-I FAREAC-I apolipoprotein C-2

740| [3F200| C 6 84 1/C6084 FREHC-I PREEC-IT apolipoprotein C-3

741| |3F205| C 6 85 1/C6085 PAREEE FHREEE apolipoprotein E

742| [3F206| C 6 86 1/C6086 TREHEFAYIA—L PREEETAVIA—L apolipoprotein E isoform

743| |3F207| C 6 87 1/C6087 PAREEE BEFE PAREEEBETE apolipoprotein E genotyping

744| [3F220| C 6 88 1/C6088 FREBH b2-glycoprotein I PREEH apolipoprotein H

745 C 6 89 1/C6089 PAREEB/A-ILL apolipoprotein B/A-1 ratio

746 C 6 90 1/C6090 FREEA-T/A-TIEE apolipoprotein A-1/A-2 ratio

747 C 6 91 1/C6091 PAREAC-I/C-MiE apolipoprotein C-2/C-3 ratio

748 C 6 92 1/C6092 FREH E/C-MEL apolipoprotein E/C-3 ratio

749| |[3F250| C 6 93 1/C6093 By —J709>  NER-A SP-A Ry —J709> - FREBA pulmonary surfactant protein A

750| |3F253| C 6 94 1/C6094 FiY—J7949> NER-D SP-D Ry —J7049> NERED pulmonary surfactant protein D

751 3F260| C 6 95 1/C6095 IA4I0/TVFRN 190/ TIFRN Microbubble test

752| |3F300| C 6 96 1/C6096 JLAFUNIZTIVEBRER CETP ILATUNIZTIVERREE cholesteryl ester transfer protein

753 3F301| C 6 97 1/C6097 ALAFUINIRTIVERXEH 1 CETPI JLATFUNIRTIVERBREH 1 cholesteryl ester transfer protein 1

754| |3F302| C 6 98 1/C6098 JLATFUNIZTIVEBEES T CETPI ILATFUNIZATIVEREEE T cholesteryl ester transfer protein 2

755| |[3F310| C 6 99 1/C6099 SRy P e A= LTIP JEEE IR P A=) lipid transfer inhibitor protein

756| [3F350| C 6 | 100 1/C6100 LDLLtT49— LDLLtT%— low density lipoprotein receptor

757 C

758| |3G cl 7 Cc7 SACFENRE/ MIRAR - BAEE - A B LURSEYIE

759 3H080| C 7 1 0[C7001 MBAHR MRAR blood gas analysis B2

760| [3HO010| C 7 2 1/C7002 FHDA Na FhIDL sodium

761 3H015| C 7 3 1|/C7003 DI K UIN potassium

762| |3H020| C 7 4 1/C7004 20-)b cl J0-)v chloride

763| [3H025| C 7 5 1|/C7005 FOESBIN Mg RESPIN magnesium

764| |3H030| C 7 6 1/C7006 )P Ca YN calcium

765 3H035| C 7 7 1/C7007 AAALANZDL AAACHLEDL calcium, ionized

766| [3H040| C 7 8 1/C7008 it D0 P > inorganic phosphate

767 3H045| C 7 9 1/C7009 BBE RIBE osmotic pressure

768| |3G010| C 7 10 1|/C7010 HoF> hoF> carotene

769| |3G011| C 7 11 1/C7011 b -H0F> b -»h0F> beta-carotene

770| |3G012| C 7 12 6|C7012 HOF> 5 HOF> 53 carotene fractionation BURIRES

771 3G015| C 7 13 1|/C7013 7. LFIAR 7N vitamin A
C 7 14 1/C7014 LF)-I LF/-Ib retinol EHZSATE
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C 7 15 1/C7015 LFIIVIZTI LFZIWIZTI retinyl ester
C 7 16 1/C7016 LFF-Ib LFF-Ib retinal
C 7 17 1|/C7017 LFIAE LFIAVEE retinoic acid
cl 7 18 1|/C7018 LFIASBEIZTIV retinoate ester
773 3G025| C 7 19 1/C7019 £5z>B1 Frz> vitamin B1
774 3G030| C 7 20 1/C7020 £4z>B2 URI3E> vitamin B2
cl7 21 1|/C7021 #EH=>B2 e total vitamin B2
C 7 22 1/C7022 ISESEIRIVAFR ISESEIFILAFR(FMN) ISESEIFILAFR(FMN) flavinmononucleotide
C 7 23 1/C7023 ISESTPTZOTIILAFR IS TPTZUIRILAFR(FAD) IS TPTZUIIILAFR(FAD) flavinadenindinucleotide
cl 7 24 1|/C7024 YRI5E> URI5E> riboflavin
cl7 25 1|/C7025 £453>B6 #EHZVB6 #EHZB6 total vitamin B6
778 C 7 26 1/C7026 EURFHI PAM pyridoxamine
779 C 7 27 1/C7027 EURFH - PAL pyridoxal
780 C 7 28 1/C7028 EURFS>Y PIN pyridoxine
781| [3G037| C 7 29 1/C7029 EURFH—ILU>EE EURFY LU EE pyridoxal phosphate
782 3G040| C 7 30 1/C7030 £4z>B12 < B12 vitamin B12
783| [3G045| C 7 31 1/C7031 E5ZB12AEAFESHE < B12AERFNfESHE unsaturated vitamin B12 binding capacity
784 3G047| C 7 32 1/C7032 AOF>BE £53>B13 ADF B orotic acid
785 3G050| C 7 33 1/C7033 AVZF> E43>BT VZF> carnitine
787 C 7 34 1/C7034 RN _F> free carnitine
788 C 7 35 1/C7035 TIWANZF> acyl carnitine
789 3G060| C 7 36 1|/C7036 FRVESEE E5z>C vitamin C (L-ascorbic acid)
790| [3G065| C 7 37 1/C7037 HSSA-I 25-LROFSEHZD 25-hydroxy vitamin D
792 C 7 38 1/C7038 25-hydroxy vitamin D2
793 C 7 39 1/C7039 [ S)) 25-hydroxy vitamin D3
794 3G070| C 7 40 1/C7040 1,25-EROFIES SEERESISD 1,25-dihydroxy vitamin D3
795 3G075| C 7 41 1/C7041 24,25-SEROFS 24,25-SEROFIEHZOD3 24,25-dihydroxy vitamin D3
796 3G080| C 7 42 1/C7042 EZVE ~IZ10-)L |57 vitamin E (tochopherol)
798 cC |7 43 1|C7043 a-h3710-)b (a) alpha-tochopherol
799 C 7 44 1/C7044 B-~22z0-Jb ESZVESE (B) beta-tochopherol
800 C 7 45 1/C7045 y-hd2z0-)b EAZVEDE (v) gamma-tochopherol
801 C 7 46 1/C7046 5-hJ7z0-)L EFZVESE (5) delta-tochopherol
803 3G095| C 7 47 1/C7047 E5Z2K1 J40%/> vitamin K1
804 3G100| C 7 48 1/C7048 Ez>K2 AFF)> vitamin K2
805 3G105| C 7 49 1/C7049 g FA folic acid
806| |3G110] C | 7 | 50|  1|C7050 —IF S ER(CIFETER) AT —IFVE(—IFUEETER) nicotinic acid
807| |3G115| C 7 51 1/C7051 NONTUEE SNV pantothenic acid
808 3G120| C 7 52 1/C7052 EAF> EAF> biotin
809 C
810| |31 c| 8 cs8 HEFIRE/ ERMESE - A EREENEZOfM
811) |31010| C 8 1 1/C8001 % Fe #% iron
812 |31015| C 8 2 1/C8002 e TIBC RIS SEE total iron binding capacity
813 |31020 | C 8 3 1/C8003 AEINBKFESHE UIBC TEANEREESHE unsaturated iron binding capacity
814 |31025| C 8 4 1/C8004 |Eiz] Cu Eidl copper
815 31030 | C 8 5 1/C8005 i Zn i zinc
816 31035 | C 8 6 1/C8006 2% %% selenium
817| |31040| C 8 7 1|/C8007 #3-R #3-R total iodine
818 31045 | C 8 8 1/C8008 PBI PBI protein bound iodine
819 |31050 | C 8 9 1/C8009 PRES Si PRt silicon
820 c| 8 10 1/C8010 NSYRITUSEBAIE NSYRTTU RBAIE transferin saturation
821 3J010| C 8 11 1/C8011 fiia))|] 7 B EuLE> total bilirubins
822 3J015| C 8 12 1/C8012 BEEEUILESY DB BEiELULEY bilirubin, conjugated
823 |31020| C 8 13 1/C8013 RELUILES mBgtuLe> bilirubin, non-conjugated
825 3J026 | C 8 14 1/C8014 TFITZIEEESTIEYILEY PNIZVIEESREUNEY unbound bilirubin
C 8 15 1/C8015 S-Eue> sEuLE> delta-bilirubin EUILE> 4538
C 8 16 1/C8016 E/INIOVEERALUILES B0 EsRatuILE> bilirubin monogulucuronide EUILE> 45y
C 8 17 1/C8017 SN0 EEEEUINEY SINOEEREEIILEY bilirubin digulucuronide EUILE> 4538
C 8 18 1/C8018 pisiz i) | ERECUILES free bilirubin EULE> 4531
826| |33030| C 8 19 1/C8019 HBEY I HBEY icterus index
827 |31035| C 8 20 1/C8020 WEENEYOE> BIRENEIOEY free hemoglobin
828| 31040 | C 8 21 1/C8021 J70RNTAU> JT0RINT1Y> coproporphyrin RV TSI E
C 8 22 1/C8022 7oL T4U>1 27041 coproporphyrin 1 RILIAU> B
C 8 23 1/C8023 J70RT4U>3 JT0RIT1Y>3 coproporphyrin 3 RV TSI E
830 3J050 | C 8 24 1/C8024 YOARILI1U> YORILI1U> uroporphyrin RIS E
831] |331055| C 8 25 1/C8025 JONRILIAU> JOMRILIAU> protoporphyrin RV TSI E
C 8 26 1/C8026 ANTINREFSRIL T ANTFHVRESRILI1US heptacarboxyporphyrin RILIAU> B
C 8 27 1/C8027 AFHHIRFSRIL IS AFYLRFSRIL TS hexacarboxyporphyrin RV TSI E
C 8 28 1/C8028 ROFNVARFSRIV IS ROANVARFSRILI)> pentacarboxyporphyrin RIS E
834 |3J065| C 8 29 1/C8029 RTAEY /=5 RIITAEY /=G> porphobilinogen RILTAUZ 53 E
835 33066 | C 8 30 1/C8030 RIACY) =57 T73F - MITAEY -5 FT7F - porphobilinogen deaminase
836) |31070| C 8 31 1/C8031 ORI =5 1 ERkEER DOMIL I/ =5 1 SR uroporphyrinogen 1 synthetase
837| |31072| C 8 32 1/C8032 OORIV I -5 Uik EEEE R OOV I1Y) -5 Bt RESEE R uroporphyrinogen decarboxylase
838) |33075| C 8 33 1/C8033 d -7ILIVVEE d-ALA STV delta-aminolevulinic acid
839| [31080| C 8 34 1/C8034 d -7V EEROKEE SR d -ALA-D d -7V B KRB SR delta-aminolevulinic acid dehydratase
C 8 35 1/C8035 JT0RNTAU> T RIEER J70RII1U>1 coproporphyrin 1 JT0RIV T4 25318
C 8 36 1/C8036 JTORIL 4> MEMR 270K 04U>3 coproporphyrin 3 JTORI T4 2538
C 8 37 1/C8037 5RO MRV I 1Y BT 0 ML I 1> BT 0 ML I 1> free protoporphyrin TONRIL TSI 538
C 8 38 1/C8038 FnrESRIOMRIL IS Znis&RIOMRIL IS ZniE&RIOMRILI()> zinc-complexed protoporphyrin JOMRILIAU> D E
841 C
810| |31 clo9 c9 HEFHRE/ ERMESE - SRS EZOf
579| [3C045| C 9 1 9/C9001 TE/EESYEI(#) JCRIY
3C046| C 9 2 9|C9002 2B B(RY-22Y) Ueds
3C110| C 9 3 9|C9003 RUPZ>HE JCRIY
3C100| C 9 4 9|C9004 AEEMoE Ued%
3C047| C 9 5 9|C9005 HOUREHTZBE/F0S > BIVLE JCRIY
638| |3D075| C 9 6 9|C9006 BIEAIZHEARDE Y RO F BB B EEAIZIEAIE mucopolysaccharide electrophoresis chondroitin sulfate isomer J(RIY
645| |3E045| C | 9 7| 9|C9007 T ARSI T hARSE total ketone bodies JCRIY TIARSE
663 3E100| C 9 8 9/C9008 HIVRO B HIVRO BT carboxylates, fractionation IRV HIVRO B
675 clo9 9] 9[C9009 RJUEY RAERAEESY B JCRIL
676 clo9 10| 9|C9010 > RSB RS ALY il Ued
677 clo9 11]  9|C9011 EBERERHES4 53 I JCRIL
678 C 9 12 9|C9012 B AAAES2 15 B Ued%
C 9 13 9|C9013 IZFIVEILRT OV ASAGEE S I JCRIY
clo9 14|  9|C9014 2RSSR ASAAELS) Bl Ued
684 3F075| C 9 15 9|C9015 HDL2,3-JLAF0-)b HDL2,3-JLZ70-)b HDL 2,3-cholesterol JERIL
clo9 16| 9|C9016 B+ # 53 Ued
772| |3G020| C | 9 17| 9|C9017 < vitamin A fractionation JCRIY
775| [3G031| C 9 18 9|C9018 < vitamin B fractionation Ued%
776| |3G036| C | 9 19| 9|C9019 < vitamin B6 fractionation JCRIY
3G085| C 9 20 9|C9020 < vitamin E fractionation Ued%
802| |3G0%0| C | 9 21 9|C9021 EHZIKIIE < vitamin K fractionation JCRIL
3J025| C 9 22 9/C9022 EULE> 4531 Ued%
3J060 | C 9 23 9|C9023 RIVI1Y> 5318 JCRIY
3045 C | 9 | 24| 9|C9024 JTORIN 1Y 2538 SR
840 |3J056| C 9 25 9|C9025 JOMRILIAY> 5B JCRIL
862|D D D SHEFIRE ()
863| [3K D | 1 D1 SAEFENRE(EY) /B - EEEFNRENE
864| |3K010| D 1 1 1/D1001 IR W=1R1EY total trichlorides (TTC)
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865 3K011| D 1 1/D1002 TTChYOLIFL> TTCANYOLIFL> TTC, trichloroethylene

866 3K012| D 1 1/D1003 TTCANYOLIS> TTChYOLIS> TTC, trichloroethane

867 3K013| D 1 1/D1004 TTCThSH0LIFL> TTCTh3Y0LLIFL> TTC, tetrachloroethylene

868| |3K015| D 1 1/D1005 =i YOV ZIR(CEEE trichloroacetic acid

869| |3K016| D 1 1/D1006 TCANYOLIFL> TCANYOLIFL> TCA, trichloroethylene

870 3K017| D 1 1/D1007 TCANYOLIS> TCANYOLISZ> TCA, trichloroethane

871 3K018| D 1 1/D1008 TCATRS/0LIFL> TCAT RS0 IFL> TCA, tetrachloroethylene

872 3K020| D 1 1/D1009 = ~yoVIs /- =IR(ETH - trichloroethanol

873| |3K025| D 1 1/D1010 FEPRES FEPRES hippuric acid

874| |3K030| D 1 1|D1011 AFIVEEPRES AF)VEEFREE methyl hippuric acid
D 1 1/D1012 m-XFIVEEREE AIRAFIVEREE AIRXFIVEEPREE metamethy! hippuric acid AFIVEEPREESY B
D 1 1/D1013 p-XFILESIREE JCSXF IV EEPRES JSXF ) EEhRES paramethy! hippuric acid AFIVEEFREES E
D 1 1|D1014 O-AFIVESPREE A IXFIVESPRER A IXFIVESPRER orthomethyl hippuric acid AT EEPREES B

876 3K040| D 1 1/D1015 TIIVEE IOTIVEE mandelic acid

877| |3K041| D 1 1/D1016 ITIVEE( IFIARAEY) IOTIVEE( IFIASEY) mandelic acid(ethylbenzene)

878 3K045| D 1 1/D1017 N-XF)LRILATIR N-XFIRILTIR N-methylformamide

879| |3K050| D 1 1/D1018 2.5NFHIAY 2.5N\E82IAY 2.5-hexanedion

880 3K055| D 1 1/D1019 N5=hOJ1/-)b J5=hOJz/-) paranitrophenol

881| |3K060| D 1 1/D1020 J1)-) J1)-)L phenol

882 3K065| D 1 1/D1021 X5)=) X5)=) methanol

883| |3K070| D 1 1/D1022 IFL>HUI-I IFLHUI-I ethyleneglycol

884 3K075| D 1 1/D1023 AV7T0/X)-)L V700 isopropanol

885| |3K100| D 1 1|D1024 fic] iR silver

886 3K105| D 1 1/D1025 PIIZUL Al FIVIZUL alminium

887| |3K110| D 1 1/D1026 fa Pb lead

888| |3K115| D 1 1/D1027 /0L Cr chromium

889| |3K120| D 1 1/D1028 HRIVA Cd cadmium

890 3K121| D 1 1/D1029 A9 In indium

891 3K122| D 1 1/D1030 VAN )0k cobalt

892| |3K125| D 1 1/D1031 A Mn A manganese

893 3K130| D 1 1/D1032 v Ni —vIl nickel

894| |3K135| D 1 1/D1033 &3 <3 arsenic

895 3K140| D 1 1/D1034 EOPIN EOBIN thallium

896 3K145| D 1 1/D1035 NKFIUA eI vanadium

897| |3K150| D 1 1/D1036 JKER Hg JKER mercury

898 3K151| D 1 1/D1037 TOFEY TIFEY antimony

899| |3K152| D 1 1/D1038 AN YT L berylium

900 3K153| D 1 1/D1039 EXIZ EXXZ bismuth

901| |3K155| D 1 1/D1040 STAH STAL cyanide

902 3K160| D 1 1/D1041 ST 2T cyanogen
D | 1 1|{D1042 a -BHC a -BHC BHIGSRREE
D 1 1/D1043 b -BHC b -BHC BHIERSR
D | 1 1|D1044 g -BHC g -BHC BRIERR
D | 1 1/D1045 0, P-DDT 0, P-DDT BERR
D 1 1/D1046 P, P'-DDT P, P'-DDT BHIESRR
D | 1 1|D1047 AZFAY B RE
D 1 1/D1048 XIFA> B RE
D | 1 1|{D1049 HUFA> B RE
D 1 1/D1050 CYAP B RE
D 1 1/D1051 Cyp el D2
D 1 1/D1052 FAXRS B RE
D 1 1/D1053 EPN B RE
D 1 1/D1054 IFINFAXSS B RE
D | 1 1|D1055 AT7S)> B RE
D 1 1/D1056 MPP B RE

905| |3K190| D 1 1/D1057 N33-k (53—~ paraquat

906| |3K191| D 1 1/D1058 999k PPN diquat

907 3K195| D 1 1/D1059 7] L t=7) bromide

908| |3K196| D 1 1/D1060 poal%) uitdn fluoride

909 3K200| D 1 1/D1061 ANJFZ-—% ARJFZ-% strychnine

910] |3K205| D | 1 1|D1062 FEE R formic acid

911 3K210| D 1 1/D1063 JF=> JF=> cotinine

912| |3K215| D 1 1/D1064 FASTR—b FASTF—b thiocyanate

913 3K220| D 1 1/D1065 MLI> MLT> toluene

914| |3K225| D 1 1/D1066 NS7ILTER JS7ILTER paraldehyde

915 3K230| D 1 1/D1067 PCB PCB polychlorinated biphenyls

916 D

917 3L D 2 D2 AL PHNRE/ YA

918| |3L005| D 2 1 1/D2001 Tehrz)I1> Tehrz)71> acetaminophen

919| |3L010| D 2 2 1/D2002 477071> 477071> ibuprofen

920 |3L015| D 2 3 1/D2003 ARG AVRAYSY indomethacin

921| |3L020| D 2 4 1/D2004 FI0Ft> FI0%t> naproxen

922| |3L025| D 2 5 3/D2005 RIS ROV (FEME) pentazocine

923 3L030| D 2 6 1/D2006 JIFeF> JirteF> phenacetin

924| |3L035| D 2 7 1/D2007 J1=VTHI> J1ZWVTHI> phenylbutazone

925| |3L040| D 2 8 1/D2008 JoRFSI1> JORFSIr> propoxyphene

926| |3L045| D 2 9 1/D2009 U259 2059 sulindac

927| |3L050| D 2 10 3|D2010 HUFILTIR HUFITIRGEMS) salicylamide

928| |3L055| D 2 11 1/D2011 MLXFY MLXF> tolmetin

929| |3L060| D 2 12 1/D2012 AITTF LB XI1FLEE mefenamic acid

930| |3L107| D | 2 13| 1|D2013 FEFHEY TEFHESY amoxapine SR FEFHEY
D 2 14 D2014 8-OH7EFYE> TEFYEY

931| |3L110| D 2 15 1/D2015 JOIE) A JOxE/ A bromazepam

932| |3L115| D 2 16 1/D2016 HILREE> HIVIREE> carbamazepine

933| |3L116| D 2 17 1/D2017 AV REES AR HIVITEAH carbamazepine metabolite

934| |3L117| D 2 18 1/D2018 SBERENIVIEE S ERENILIREES free carbamazepine

935| |3L118| D 2 19 1/D2019 BEEENIL) \REE AR BRIV (REPE SRS free carbamazepine metabolite

936 3L120| D 2 20 1/{D2020 JONVSTERFSR JONSTERFIR chlordiazepoxide

937| |3L125| D 2 21 1/D2021 70384 Plipg VN clonazepam

938| |3L126| D 2 22 1/D2022 bisi Zlnp AV plitz P cdAVAN free clonazepam

939| |3L130| D 2 23 1/D2023 STENL ST7ENA diazepam

940| |3L131| D 2 24 1/D2024 STEILRE STEILKE diazepam metabolite

941| |3L135| D 2 25 1/D2025 IR ER IhYHSIR ethosuximide

942 3L140| D 2 26 1/D2026 IbM> IhMM> ethotoin

943 3L145| D 2 27 1/D2027 J0)\ L 7085 A clobazam JERIL J0)\ L
D |2 28 D2028 FRAFINIO) L J0) 4

944| |3L155| D 2 29 1/D2029 XTI mephenytoin

945| |3L160| D 2 30 1/D2030 AMISIR metosuximide

946| |3L165| D 2 31 1/D2031 ZhSENXL nitrazepam

947 3L170| D 2 32 1/D2032 NSAITAS paramethadione

948| |3L175| D 2 33 1/D2033 J1J)0ES=)L phenobarbital

949 3L180| D 2 34 1/D2034 JIo893IR J1v8I3iR phensuximide

950| |3L185| D 2 35 1/D2035 JIZM> J1ZM> phenytoin

951| |3L186| D 2 36 1/D2036 JI= MR J1= M A phenytoin metabolite

952| |3L187| D 2 37 1/D2037 WEREITZ M puii i o 0 free phenytoin

953 3L190| D 2 38 1/D2038 JUZRY JUZRY primidone

954| |3L191| D 2 39 1/D2039 TR TUZRARH primidone metabolite

955| |3L195| D 2 40 1/D2040 JULTOBEF MDA JULTOBEF NI A sodium valproate

956| |3L196| D | 2 41 1|D2041 i) UL IO stsai) OV ORE free valproic acid
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957| |3L200| D 2 42 1/D2042 AVFTP L AWVFT L sultiame
958| |3L205| D 2 43 1/D2043 MIXFSAS MIXISA> trimethadion
959| |3L210| D | 2 44 1|D2044 YZHIR YIHIR zonisamide
960| |3L215| D 2 45 1/D2045 HIRSF> HIROF> gabapentin
961| |3L220| D 2 46 1/D2046 SENFY SENFY lamotrigine
962| |3L225| D 2 47 1/D2047 MNESY—h MESY-k topiramate
963| |3L230| D 2 48 1/D2048 LAFFESL LARFFES levetiracetam
964 3L235| D 2 49 1/D2049 AFIRY =L AFURT = stiripentol
965 3L240| D 2 50 1/D2050 WI4FER WI1F3R rufinamide
D |2 51 D2051 TINTFY PENTFUS/INNITFIS
D 2 52 D2052 JVNTFS TENTFI/ IV NITFI>
967| |3L260| D 2 53 1/D2053 T2IIHZY TIIHZY amphetamine BEERIZIU-=0
968| |3L265| D 2 54 1/D2054 HoLJoIS> ZO0VJORS> chlorpromazine
969| |3L270| D 2 55 1/D2055 2oL JoFFE> JoLJoFFE> chlorprothixene
970| |3L275| D 2 56 1/D2056 90753 7075z clomipramine
971] [3280| D | 2 | 57| 3|D2057 SIFNTOEAS STIFINTOCA (EME) diethylpropion
972| |3L285| D 2 58 1/D2058 RFLEY RFtEY doxepine
973 3L290| D 2 59 1/D2059 IF/OIE-) IFOE/ - ethclorvynol
974| |3L295| D 2 60 1/D2060 INI1FS> INITFS> fluphenazine
975 3L300| D 2 61 1/D2061 NAORYR—)Y AORYR=)L haloperidol
976| |3L302| D 2 62 1/D2062 JOLRYR=)L JOLRYR—)L bromperidal
977 3L305| D 2 63 3|D2063 I ROFS>Y I\ ROFS I (FEME) hydroxyzine
D 2 64 D2064 imipramine
D 2 65 D2065 desipramine
979| |3L315| D 2 66 1/D2066 LARXTOYS> LRATOYS> levomepromazine
980 3L320| D 2 67 1/D2067 UFIL Li UFIL lithium
981| |3L325| D 2 68 1/D2068 054 O5t/\A lorazepam
982 3L330| D 2 69 1/D2069 ITOFI> ITOFU> maprotiline
983] |3L335| D 2 70 1/D2070 XUIrF XIS marihuana
984| |3L340| D 2 71 1/D2071 AT0)TA XT0)UA b meprobamate
985| |3L345| D 2 72 1/D2072 XHYIIHZY A9 I metham phetamine BEERIZOV-Z>
986| |3L350| D 2 73 1/D2073 AFHENL AFHENL oxazepam
987| |3L355| D 2 74 1/D2074 JI)F7S> JLJF7S> phenothiazine
988| |3L356| D 2 75 1/D2075 ILIFTSIAII-=2 JLIFFSVAIN =29 phenothiazine screening
989| |3L360| D 2 76 3|D2076 J1o0 705> IV IO (EME) phenylpropanolamine
990| |3L365| D 2 77 1/D2077 JO0WR5S> JOoonRsS> prochlorperazine
991| |3L370| D 2 78 1/D2078 Jousg> Jousa> prolintane
992| |3L375| D 2 79 1/D2079 JORUS 7S TJaRUS TS propericiazine
993 3L380| D 2 80 1/D2080 OFoE> o0F9tE> loxapine
994 3L382| D 2 81 1/D2081 ZIVEUR ZIEUR sulpiride
995 3L383| D 2 82 1/D2082 ZIRTUR R RTUR sultopride
996 3L385| D 2 83 1/D2083 FAVIS> FAVISY thioridazine
997| |3L390| D | 2 84 1/D2084 SYRY rSYRY trazodone
998| |3L395| D 2 85 1/D2085 VIWNARSTSY YINARSTDY trifluoperazine
999| |3L400| D 2 86 1/D2086 IT53> V=75 trimipramine
## 3L405| D 2 87 1/D2087 PR S B AREREE MBS neuroleptic agent
## 3L455| D 2 88 1/D2088 JULES—IVEBIE JOLES—VBE(FE R - RRE) barbiturate
## 3L460| D 2 89 1/D2089 7O/ULES -1 70)ULES )L allobarbital
## 3L465| D 2 90 1/D2090 TEULES-)L TE/ULES-IL amobarbital
## 3L466 | D 2 91 1/D2091 JOLES—IL JULES—IL barbital
## 3L470| D 2 92 1/D2092 pEIN < T5I0LES—IL butabarbital
## 3L475| D 2 93 1/D2093 JANES-I JHNES-IL butalbital
## 3L480| D 2 94 1/D2094 IFFA-b IFFA-b ethinamate
## 3L485| D 2 95 1/D2095 p)%1dlVN INSENL flurazepam
## 31486| D | 2 96 1|{D2096 SN HYSA midazolam
## 3L487 | D 2 97 1/D2097 [NIPFIN N7V triazolam
## 3L490| D 2 98 1/D2098 INTFIR IINTFIR glutethimide
## 3L495| D 2 99 1/D2099 AFhov AFHh0> methaqualone
## 3L500| D 2 | 100 1/D2100 AFNO> XF)o> methyprylon
## 3L505| D 2 101 1/D2101 ~RYNULES—IL RYMOUES—IL pentobarbital
## 3L510| D 2 | 102 1/D2102 220LES-IL £2)OULES-IL secobarbital
## 3L555| D 2 103 1/D2103 L-R=/)C L-R=/C L-dopa
## 3L605| D 2 | 104 1|D2104 AMILIE-IL AMIVE-IL methocarbamol
## 3L655| D 2 | 105 3|D2105 ARVAIIIIZ> AOVAWIIIZ(EE) benzoylecgonine
## 3L660 | D 2 | 106 1/D2106 JTE) 1> JESh1> bupivacaine
## 3L665| D 2 | 107 3|D2107 HIFEAR NPFEIARCGEY) cannabinoids
## 3L670| D 2 | 108 1/D2108 HYYTOR-IL HUYTOR=)L carisoprodol
## 3L675| D 2 109 1/D2109 4> dh1> cocaine
## 3L680| D 2 | 110 3|D2110 TI1)F3L—h SIT)FIL—MGEN) diphenoxylate
## 3L685| D 2 111 3|D2111 JAROELTAY I\ ROBNITA> (GEM) hydromorphone
## 3L690| D 2 | 112 1/D2112 AN meperidine
## 3L692| D 2 [ 113 1/D2113 XE)HA1> mepivacaine
## 3L695| D 2 | 114 1|D2114 YRS XHRY methadone
## 3L700| D 2 115 1|D2115 EER ELER morphine
## 3L705| D 2 | 116 1/D2116 JI3903> 1294903 phencyclidine
##| 31710 D | 2 | 117] 3|D2117 JOp1> TOPA> (M) procaine
## 3L715| D 2 | 118 1/D2118 HATPI5-IF DA HAPZ5-IF DL thiamylal sodium
## 3L720| D 2 119 1/D2119 FARZI-I FARA-I thiopental
## 3L755| D 2 | 120 1|D2120 HI1A> caffeine
## 3L760| D 2 121 1|D2121 SFEMIY digitoxin
## 3L765| D 2 | 122 1/D2122 digoxin
D 2 [ 123 1/D2123 verapamil
D 2 | 124 1/D2124 JIRSNE=)L norverapamil
## 3L800| D 2 125 9/D2125 FASO> 7AI0> amiodarone JXRIY
D 2 | 126 1/D2126 EI/FAIFINTIADOY
## 3L801| D 2 127 9/D2127 vA0-)L yva0-)L sotalol JXRIY
D 2 | 128 1/D2128 d-y50-),
D 2 129 1/D2129 1-y50-)b
## 3L802| D 2 | 130 1/D2130 RTUD) RIS bepridil
## 3L855| D 2 131 1/D2131 ISy TS aprindine
## 3L860 | D 2 | 132 1/D2132 HOLTONER J0)LTONZR chlorpropamide
## 3L865| D 2 [ 133 1/D2133 R disopyramide
## 3L870| D 2 | 134 1|D2134 dobutamine
## 3L875| D 2 135 1/D2135 YRDA> YRDL> lidocaine
## 3L880| D 2 | 136 1/D2136 AEILFY AFILFY mexiletine
## 3L885| D 2 | 137 1/D2137 N-ZEFNTOHA>TZR N-7EFITOHA>TZR N-acetylprocainamide
## 3L890| D 2 | 138 1/D2138 JOn{>7IR JOn4> 7R procainamide
## 3L895| D 2 139 1/D2139 Jo75/0-) Jo75./0-) propranolol
## 31896 | D 2 | 140 1/D2140 ESh/=ZR EIh4=R pilsicainide
## 3L897| D 2 | 141 9/D2141 Jn)o1> Jo)Jz)> propafenone IRV Jn)o1>
D 2 142 1/D2142 5-OH7O/\J1/> 7001
## 3L898| D | 2 | 143 1/D2143 VIS RIS D)\JEEI NI cibenzoline succinate
## 3L899| D 2 | 144 1/D2144 [ ElLx/-)L pirmenol
## 3L900| D 2 145 1/{D2145 FZo> ) quinidine
## 3L905| D 2 | 146 1/D2146 ILHMZR flecainide
## 3L950| D 2 | 147 1/D2147 FEHI-ITIR acetazolamide
## 3L955| D 2 | 148 1|D2148 JOtsR furosemide
## D
## 3M D | 3 D3 SACFENRE/FMB(1)
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## 3M005| D | 3 1 1{D3001 J74> I71> codeine

## 3M010| D 3 2 3|D3002 FEAANLITY FTEARNIANLIT> dextromethorphan

## 3M055| D 3 3 1/D3003 H194Y)> H4740> difrin

## 3M060| D 3 4 3|D3004 IJIRY> IJIRY> ephedrine HEERIZIU-=0

## 3M065| D 3 5 3/D3005 231-RIJIRY> TYVARIIIRY> pseudoephedrine
D | 3 6/ 3|D3006 AFIITIRYY HEERIZYU-Z>1

## 3M070| D 3 7 1/D3007 TATA> TAIA) theophylline

## 3M105| D 3 8 1/D3008 SIAFTY SAFTY cimetidine

## 3M155| D | 3 9 1{D3009 REXHY> RIXHY> betamethasone

## 3M160| D 3 10 3|D3010 R332 REI T doxylamine

##| [3M170| D | 3 11| 3(D3011 HFEUL> XHEUL> methapyrilene

## 3M175| D 3 12 1/D3012 AFNTLRZVO> XFITLRZVO> methylprednisolone

##| [3M180| D | 3 13| 1|D3013 |BFEgxXFIL I RZY O EEgXFILILRZYO> methylprednisolone acetate

## 3M185| D 3 14 1/D3014 J)\VJEXFIVILRZVO> J)IEEXFIVTLRZYO> methylprednisolone succinate

## 3M190| D 3 15 3|D3015 pyrilamine

## 3M195| D 3 16 1/D3016 JLRz=VO>y JLRzZVO> prednisolone

## 3M205| D 3 17 1/D3017 HUFIVEE HUFILEE salicylic acid

## 3M215| D 3 18 3|D3018 MIRLFE> tripelenamine

## 3M255| D 3 19 1/D3019 chlorpheniramine

## 3M260| D 3 20 1/D3020 diphenhydramine

## 3M265| D 3 21 1/D3021 promethazine

## 3M305| D 3 22 1/D3022 Au gold
D 3 23 1/D3023 7079)-)v allopurinol 707Y)=V/AFS TV
D | 3 24 1/D3024 AFS T oxypurinol 707U)=/AFSTV) -

## 3M405| D 3 25 1|D3025 >yx0-Iv >y30-) dicumarol

## 3M410| D 3 26 1/D3026 W %5>0% 2 NIWVHSF persantine

## 3M415| D 3 27 1/D3027 AW A heparin |BEE LIS HES

## 3M420| D 3 28 1/D3028 NIFI> INITFI> warfarin

## 3M452| D 3 29 1/D3029 tIro0l CCL Irsol cefaclor

## 3M454| D 3 30 1/D3030 EIrROF2IL CDX tIrROF2IL cefadroxil

## 3M455| D 3 31 1/D3031 L Esy CEX AP %22 cefalexin

## 3M456| D 3 32 1/D3032 I1FI A CFIX TI1FZ L cefixime

## 3M457| D 3 33 1/D3033 Iz CFDN 22T cefdinir

## 3M458| D 3 34 1/D3034 EIFSLIRFII CFTM-PI EIFILURFIIL cefteram pivoxil

## 3M471| D 3 35 1/D3035 EIAFTL cT™ IAF7 L cefotiam

## 3M473| D 3 36 1/D3036 U CEZ I cefazolin

## 3M474| D 3 37 1/D3037 [<2{<0M] CEPR Iy cefapirin

## 3M475| D 3 38 1/D3038 EIFRUR- CMD EIPRUR=-I cefamandole

## 3M476| D 3 39 1/D3039 oroF> CET Iro0F> cefalothin

## 3M479| D 3 40 1/D3040 wIASS A CbzM EIAST A cefodizime

## 3M480| D 3 41 1/D3041 EIATES L CTX CIATFL cefotaxime

## 3M481| D 3 42 1/D3042 IATE> CcTT twIATEI> cefotetan

## 3M482| D 3 43 1/D3043 2IARSY> CPZ TIARSYY cefoperazone

## 3M484| D 3 44 1/D3044 R oPpIN CZON tIVFA cefuzonam

## 3M485| D 3 45 1/D3045 R SrPPIN CAZ 2% ceftazidime

## 3M486| D 3 46 1/D3046 EIFIEIA CzZX CIFIFL ceftizoxime

## 3M488| D 3 47 1|D3047 CINTEFYY CTRX CINTFFYY ceftriaxone

## 3M491| D 3 48 1/D3048 wIIRSI> CBPZ ©ITIRSY> cefbuperazone

## 3M494| D 3 49 1/D3049 2I0F> 4 CXM on*s A cefuroxime

## 3M509| D 3 50 1/D3050 EIrOZR)> CEPs tIPORRY> cephalosporin

## 3M511| D 3 51 1/D3051 JOEFt7 FMOX JOEFtED flomoxef

## 3M512| D 3 52 1/D3052 S5EFED LMOX SHEFED latamoxef

## 3M521| D 3 53 1/D3053 DUSAHRASY CLDM DUSHRASY clindamycin

## 3M530| D 3 54 1/D3054 AR VCM )AL vancomycin

## 3M531| D 3 55 1/D3055 IYRORAS> EM IYZORAS> erythromycin

## 3M532| D 3 56 1/D3056 F4IT5=> TEIC FAIT5=> teicoplanin

## 3M540| D 3 57 1/D3057 H3YZ20R1>> CAM J3UZ2043> clarithromycin

## 3M541| D 3 58 1/D3058 OF>20¥4>> RXM OF320¥1>> roxithromycin

## 3M551| D 3 59 1/D3059 H05A71=1-) CP J05471=0-)L chloramphenicol

## 3M553| D 3 60 1/D3060 ARUZFS 2B PL-B RZFS B polymyxin B

## 3M557| D 3 61 1/D3061 FTSHADU> TC ThIHA9)> tetracycline

## 3M560| D 3 62 1/D3062 ZIRA MINO SIRAS> minomycin

## 3M570| D 3 63 1|D3063 ANITPSTE> ANITPETS> sulfadiazine

## 3M574| D 3 64 1/D3064 ZWTVFHY-I AN I770Y-)) ANITAVFSY - sulfisoxazole

## 3M575| D | 3 65 1|D3065 ZNIPAFHY )L 2NILYRAI =) 2N ITPXFGY )Y sulfamethoxazole

## 3M576| D 3 66 1/D3066 AR T7IR ARSI PR sulfonamide

## 3M579| D 3 67 1/D3067 NIXRTUL NIXRTUL trimethoprim

## 3M581| D 3 68 1/D3068 WS> 5-FC NS> flucytosine

## 3M591| D 3 69 1/D3069 KM kanamycin

## 3M592| D 3 70 1/D3070 SM streptomycin

## 3M598| D 3 71 1/D3071 FARAS(FRM) fradiomycin

## 3M601| D 3 72 1/D3072 AMK amikacin

## 3M602| D 3 73 1/D3073 TOB tobramycin

## 3M606| D 3 74 1/D3074 GM gentamicin

## 3M607| D 3 75 1/D3075 SYRASY SISO sisomicin

## 3M608| D 3 76 1/D3076 DAY P4 DKB dibekacin

## 3M609| D 3 77 1/D3077 EFIRAZ> NTL netilmicin

## 3M612| D 3 78 1/D3078 0/ MCR micronomicin

## 3M613| D 3 79 1|D3079 arbekacin

## 3M630| D 3 80 1/D3080 PCs penicillin

## 3M632| D 3 81 1/D3081 PCG penicillin G

## 3M633| D 3 82 1/D3082 RISV PCV RISV penicillin V

## 3M635| D 3 83 1/D3083 0¥y MCIPC J0+930> cloxacillin

## 3M645| D 3 84 1/D3084 TEFII> AMPC TEFIIY amoxicillin

## 3M646| D 3 85 1/D3085 TIESY ABPC TIEIY ampicillin

## 3M655| D 3 86 1/D3086 AFIY DMPPC AFIY meticillin

## 3M658| D 3 87 1/D3087 FhSU> TIPC Fh> ticarcillin

## 3M659| D 3 88 1/D3088 FANAFL AZT TARNAT aztreonam

## 3M660| D 3 89 1/D3089 HVEFL CRMN HVESL carumonam

## 3M661| D 3 90 1/D3090 FINRZS CBPC HINRZSY> carbenicillin

## 3M663| D 3 91 1/D3091 PIPC ERSIUS piperacillin

## 3M671| D 3 92 1/D3092 o093 MDIPC ZHo0FgIU> dicloxacillin

## 3M675| D 3 93 1/D3093 AFHIU MPIPC AFHIUS oxacillin

## 3M678| D 3 94 1/D3094 REASIN AIRRL-SSRIFUF NI AIRRA imipenem

## 3M680| D 3 95 1|D3095 TI¥9> ENX T892 enoxacin

## 3M681| D 3 96 1/D3096 >70J0FY93> CPFX >70J0%93> ciprofloxacin

## 3M682| D 3 97 1|D3097 OXJ0+93> LFLX OxXJ0+4>> lomefloxacin

## 3M683| D 3 98 1/D3098 AJ0FH> OFLX A70¥H3> ofloxacin

## 3M685| D 3 99 1/D3099 hRIOFH3 >/ b IVEENRTOFY S > TFLX RRIOFB >/ b IVEENRTOFYS > tosufloxacin

## 3M686| D 3 | 100 1/D3100 FUSHREE NA FUSIREE nalidixic acid

## 3M687| D 3 | 101 1/D3101 JNVIO0FHS> NFLX JVJ0¥8>> norfloxacin

## 3M691| D 3 [ 102 1/D3102 > RFP YIrES>y rifampicin

## 3M693| D 3 | 103 1/D3103 INH 1Y . isoniazid

## 3M698| D 3 | 104 1/D3104 AYIFY-IL RUIFY-I voriconazole

## 3M705| D 3 | 105 1/D3105 >)0TARTPZR IVR¥Y(3I074RT7ZR) cyclophosphamide

## 3M710| D 3 [ 106 1/D3106 IMRYR IMNRIR etoposide

## 3M715| D 3 | 107 1|D3107 5-FU 5-FU 5-fluorouracil

## 3M716| D 3 [ 108 1/D3108 FHI-IL FHI- tegafur

## 3M720| D 3 | 109 1/D3109 FUdR FUdR 5'-fluorodeoxyuridine
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## 3M725| D 3 [ 110 1|D3110 AbbLFY—b MTX AbbLAY—b methotrexate
## 3M730| D 3 [ 111 1|D3111 B J55F BE platinum
##| [3M735] D | 3 | 112] 1|D3112 ES 7S (TLTY) CS TS I(TIVTSY) vindesine
## 3M740| D 3 [ 113 1/D3113 SZLAFY MCNU SZLRFY ranimustine
## 3M745| D 3 | 114 1/D3114 YIS Y5> sizofilan
## 3M750| D 3 [ 115 1|D3115 1IF=T 1XF=J imatinib
## 3M805| D 3 | 116 1/D3116 SH0RRY> SH0ZRIZA SH0RRY> ciclosporin
## 3M810| D 3 [ 117 1/D3117 HI0ULR A90ULRIKFI) HI0YLR tacrolimus
## D 3 | 118 1|D3118 S0ULR sirolimus
## 3M815| D 3 [ 119 1/D3119 INOULR INOULR everolimus
## 3M816| D 3 | 120 9/D3120 2171/ VEEEJIFIV 3171/ VEEEIIFIV mycophenolate mofetil JERIL 2171/ VEEEJIFIV
D 3 | 121 1/D3121 I0J1)-)VEE MPA 71/ VEEEJIFIL
D 3 |122 1/D3122 I071)-)VEED VIO ESRE R MPAG 2171/ VEEEJIFIV
## D 3 | 123 1/D3123 6-FAIT=IILAFR 6-TGN 6-thioguanine nucleotide
## 3M855| D | 3 | 124 1|D3124 AhO=5Y =)L *dO=4Y =)V metronidazole
##| |3M860] D | 3 | 125] 1|D3125 =% Fo—R(EMH) quinine
## 3M865| D 3 | 126 1/D3126 2> AEFAVEERHZDY WZ =Y pentamidine
## 3M870| D 3 [ 127 1/D3127 J1)-WI5A> J1)-IWI9A> phenolphthalein
## 3M950| D 3 | 128 1|D3128 P > RIS zidovudine
## 3M951| D 3 | 129 1/D3129 SRITVIINHIOZR SRIZVINIOZR zidovudine glucuronide
## 3M952| D 3 | 130 1/D3130 DN DN ribavirin
## D
##| |37 D | 4 D4 EALFIIRE/ ST
## 32005| D | 4 1 1/D4001 FTISY 7TV adenosine
## 32010| D 4 2 1/D4002 AMP PTISVEIRATIA S AMP adenosine monophosphate
## 3Z015| D 4 3 1/D4003 ADP TTISIIRATIA S ADP adenosine diphosphate
## 32020| D 4 4 1/D4004 ATP 773V NIRAIIA b ATP adenosine 5'-triphosphate
## 32022| D 4 5 1/D4005 1-AFINTT IS 1-AFNTFTIS> 1-methyl adenosine
## 32023| D | 4 6 1/D4006 Sa-RoUTy Sa-RoUsy pseudouridine
## 32024| D 4 7 1/D4007 FATFI RATFU> neopterin
## 32025| D | 4 8 1/D4008 TRESIE FRESS sulfate
## 32030 D 4 9 1/D4009 B TROEE boric acid
## 32035| D | 4 10 1/D4010 eous g EOoUsEE pyrophosphoric acid
## 3Z040| D 4 11 1/D4011 I5/)-) I5)-) ethanol
## 32045| D 4 12 1/D4012 ¥ —JF> nicotine
## 32050| D 4 13 1/D4013 A2)> A3 inulin
## 32055| D 4 14 1/D4014 FHIF FHOF xanthine FHOF/ERFHIFY
D | 4 15 1/D4015 ERFYIF> hypoxanthine FHOFI/ORFYSFS
## 32065| D | 4 16| 0|D4016 BEA Banth calculus Eizzl]
D
##| |32 D |9 D9 HALFIRE/EEE
875 3K035| D 9 1 9(D9001 AFIVEEFREESY E AFIVEEFRESSE methy! hippuric acid fractionation IRV
903| |3K180| D 9 2 9|D9002 BHIERRES organochlorine insecticide JERIL
904 3K185| D 9 3 9/D9003 B RER B RER organophosphate insecticide IRV
966| |3L255| D 9 4 1/D9004 TENTFI/ IV NITFI> PENITFUS/ IV NITFI> amitriptyline / nortriptyline JERIL UTFU>/ IV NITFI>
978| |3L310| D | 9 5 1/D9005 437530 -73T53> 13752537 imipramine / desipramine JXRIY 2T
## 3L770| D 9 6 9/D9006 RS)E=)/IWARSIE=)L ARSNE=)/IWARSNE-)L verapamil / norverapamil JCRIL R5)(E-)/ IR
## 3M355| D 9 7 1/D9007 7O )=/ AFS ) )= 7O )=V/AFZT) - allopurinol / oxypurinol IRV 7O )=/ AFS ) )=
## 32060| D 9 8 9/D9008 FUOFI/ORFYOFS FUSFI/ERTHOFS xanthine/hypoxanthine JCRIL
3L960| D 9 9 9/D9009 FIRRIZOU—=4 FIRBIZIU—=>1 diuretics screening J(RIL
3L965| D | 9 10 9|D9010 HREFIZYY—-=2) stimulant drug screening JERIL
3L970| D 9 11 9/D9011 ELEBFEWMRY)-=>) ELEREMAI-=>7 drug abuse screening IRV
3L975| D | 9 12 9|/D9012 7> (opiates) 27 —=> FA>(opiates)27U—=>4 opiates screening JERIL
3L980| D 9 13 9/D9013 FMRON-=>9 FEMRAI-=>1 drug screening J(RIY
3L981| D 9 14 9|D9014 ESVbsuil ESUpskiis drug analysis JCRIY
3K080| D 9 15 9/D9015 BRWERY)-=2) IEBRMERI-=>1 volatile matter screening IRV
##
## [H H H ADRFENRE
## | |4A H |1 H1 P FRIRE/ TR TEE - FEARILEY
## 4A010| H 1 1 1{H1001 ARERILES GH GH growth hormone
## 4A011| H 1 2 9|H1002 GH#E&ER GHBP GHiE&EH growth hormone binding protein JERIL GH#E&ER
H 1 3 1/H1003 #GHBP GHE&EH
H 1 4 1/H1004 GH-GHBP#E &K GHft&EH
## 4A015| H 1 5 1/H1005 YbATSC IGF-1 YIMAZ>C somatomedin-C
## 4A016| H 1 6 1/H1006 AR AR ERRF- 1 IGF-I AV AU AR ERAF- T insulin-like growth factor-2
## 4A017| H 1 7 1{H1007 IGF#&%EH-3 IGFBP-3 IGF#&EH-3 insulin-like growth factor-binding protein-3
## 4A018| H 1 8 1/H1008 IGF#&&EH-1 IGFBP-1 IGF#saEH-1 insulin-like growth factor-binding protein-1
## 4A020| H 1 9 1/H1009 Jo597> Jo59F> prolactin
## 4A025| H 1 10 1/H1010 BB RERIBRILES ACTH ACTH adrenocorticotropic hormone
## 4A030| H 1 11 1|{H1011 BWRZARRILES LH LH luteinizing hormone
## 4A035| H 1 12 1/H1012 IPRRRIBIRILES FSH FSH follicle-stimulating hormone
## 4A040| H 1 13 1{H1013 LHHERILES LH-RH LH-RH luteinizing hormone releasing hormone
## 4A045| H 1 14 1|H1014 TEAMETFRMEY FEEETFRAOEY pituitary gonadotropin
## 4A050| H 1 15 1/H1015 YXBRIF> YRBRIF> somatostatin
## 4A055| H 1 16 1|H1016 ERRARRIBURLES TSH TSH thyroid-stimulating hormone
## 4A060| H 1 17 1{H1017 HBAOMIESBERILES TRH TRH thyrotropin releasing hormone
## 4A065| H 1 18 1/H1018 JIVFINOESRHEEF CRF CRF corticotropin releasing factor
## 4A070| H 1 19 1/H1019 FIVFEZIIVTLyS > FIFIFRRILES (ADH) FIVFEZIIVTLyS> arginine vasopressin
## 4A075| H 1 20 1{H1020 AFS b oxytocin
## 4A080| H 1 21 1{H1021 a- XS R RIARILES a -MSH a -MSH alpha-melanocyte stimulating hormone
## 4A085| H 1 22 1|H1022 Z1-0723> Z1-07>3> neurotensin
## 4A090| H 1 23 1/H1023 b-URhOE> b -URhOE> beta-lipotropic hormone
## 4A095| H 1 24 1/H1024 b-I>RILI1> b -I>RILI1> beta-endorphin
## 4A100| H 1 25 1{H1025 Met-I>5 77> AFAZS-I2H TPV MET-I>45 77> methionine-enkephalin
## 4A105| H 1 26 1{H1026 Leu-I>4 7Y~ 043>-I>5 779> LEU-I>5 7> leucine-enkephalin
## 4A150| H 1 27 1{H1027 WRta-HJ 1wk Wifta -0 71Zyh free alpha-subunit
## H
##| |4B H| 2 H2 A FHIRE/ BRIV E B LU EER
## 4B010| H 2 1 1/H2001 N3-Ry40=> T3 T3 triiodothyronine
## 4B015| H 2 2 1{H2002 R )3 - RY/0=> FT3 FT3 free triiodothyronine
## 4B020| H 2 3 1{H2003 YN-ZT3 T3 T3 reverse triiodothyronine
## 4B025| H 2 4 1{H2004 J3—RY/DZBERER T3EEER T3EEER triiodothyronine uptake
## 4B030| H 2 5 1/H2005 H10F3> T4 T4 thyroxine
## 4B035| H 2 6 1{H2006 WY /0F>> FT4 FT4 free thyroxine
## 4B040| H 2 7 1/H2007 $410507Y> H10507U> thyroglobulin
## 4B045| H 2 8 1{H2008 BAOFSAEST0T)> TBG TBG thyroxine-binding globulin
## 4B050| H 2 9 1/H2009 HAOFS UHEEHE TBC TBC thyroxine-binding capacity
## 4B055| H 2 10 1{H2010 E£/3-R910=> T1 T1 monoiodothyronine
## 4B060| H 2 11 1/H2011 T3-Ryq40=> T2 T2 diiodothyronine
## H
##| |4C H|3 H3 P FRIRE/ B KR AL E>
## 4C010| H 3 1 1{H3001 PTH-CKif PTH-C PTH-C parathyroid hormone C-terminal
## 4C015| H 3 2 1/H3002 PTH-rPZRER PTH-M PTH-M parathyroid hormone med-molecule
## 4C020| H 3 3 1{H3003 PTH-NKii PTH-N PTH-N parathyroid hormone N-terminal
## 4C025| H 3 4 1|H3004 Intact PTH PTH-INTACT PTH-I parathyroid hormone intact
## 4C026| H 3 5 1{H3005 Whole PTH PTH-Whole PTH-W parathyroid hormone whole
## 4C030| H 3 6 1/H3006 BIEFRALES BEE S PTHrP PTHRIEARTF R parathyroid hormone-related protein
## 4C031| H 3 7 1{H3007 PTHrP-CitI5J X> b PTHBS:ERTFR-C parathyroid hormone-related protein C-terminal
## 4C033| H 3 8 1{H3008 PTHrP-NiifiJ 55 X~ b PTHRE:ERTFR-N parathyroid hormone-related protein N-terminal
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## 4C034| H 3 9 1/H3009 Intact PTHrP PTHREERTFR- 1 parathyroid hormone-related protein intact

## 4C035| H 3 10 1{H3010 )| a7 )2 calcitonin

## 4C040| H 3 11 1/H3011 AV R VBIEFBRHERTFR CGRP CGRP calcitonin gene-related peptide

## H

##| 4D H| 4 H4 AP/ RIBRET T BLMESER

## 4D010| H 4 1 1{H4001 17-5hAF04R 17-KS 17-KS 17-ketosteroids

## 4D020| H 4 2 1/H4002 17-5hJ12v)RT04R 17-KGS 17-KGS 17-ketogenic steroids

## 4D030| H 4 3 1{H4003 17-)AROFZINFIZFO(R 17-0OHCS 17-OHCS 17-hydroxycorticosteroids

## 4D035| H 4 4 1/H4004 11-)(ROFSINFIZRFO(R 11-OHCS 11-OHCS 11-hydroxycorticosteroids

## 4D040| H 4 5 1{H4005 ILFI-I LFI-I cortisol

##| |4D045| H | 4 6 1|H4006 BEBELFY - BEREINFY - free cortisol

## 4D050| H 4 7 1{H4007 11-FAFSANFI-I 11-DOF 11-FAFSANFI-I 11-deoxycortisol

## 4D051| H 4 8 1/H4008 FhSERO-11-FAFSTNFI-IL FhSERO-11-FAFSANFI-I tetrahydro-11-deoxycortisol

## 4D055| H 4 9 1{H4009 21-FAFSANFI-IL 21-DOF 21-FAFZANFI-) 21-deoxycortisol

## 4D060| H 4 10 1/H4010 IVFI-IEEER CBG IVFY-IAESEA cortisol binding globulin

## 4D065| H 4 11 1/H4011 JVFIRTO> JVFIZTOY corticosterone

## 4D070| H 4 12 1/H4012 11-7AFSFIRTO> DOC DOC 11-deoxycorticosterone

## 4D075| H 4 13 1{H4013 18-/ ROFSFTAFSINFIZFOV 18-OH-DOC 18-/\1ROFSFAFS UV FIRFO> 18-hydroxy-11-deoxycorticosterone

## 4D080| H 4 14 1/H4014 7>ROZFO0> 7> ROZTO0> androsterone 17-KS3531@, 17-KS653MEl, 17-KS753 8, 2704 R1053

## 4D082| H 4 15 1{H4015 IFAD5/0> IFA35/0> ethiocholanolone A704/R10E

## 4D085| H 4 16 1/H4016 FEROIE7YROZFO>Y DHEA DHEA dehydroepiandrosterone A704R105 8

## 4D090| H 4 17 1{H4017 FEROIET>Y ROZTO>HRESIAEA DHEA-S DHEA-S dehydroepiandrosterone sulfate

## 4D095| H 4 18 1|H4018 TYROZRTIZAY D4 PYROZT>ZAY androstendione

## 4D097| H 4 19 1{H4019 7> ROZIZSA-NIIIOZR 7Y RORI>SA=IVINIOZR Androstanediol glucuronide

## 4D100| H 4 20 1/H4020 pIEY N JLix/0> pregnenolone

## 4D105| H 4 21 1/H4021 17a-)\{ ROF3TLI%/0> 17a -)(ROF3TLI /0> 17alpha-hydroxypregnenolone

## 4D110| H 4 22 1/H4022 IVFI> AFI> cortisone

## 4D115| H 4 23 1{H4023 PIRZFO> ALD ZIVRZFO> aldosterone

## 4D120| H 4 24 1/|H4024 TIVRRFOY/LZ>5E ML FILRRTOY/L =&ML aldosterone/renin activity ratio

## 4D122| H 4 25 1{H4025 TIRRFOY/L=VESL FIVRZFTOY/L=VERLE aldosterone/active renin concentration ratio

## H 4 26 1/H4026 11-5 b P> ROZTO0> 11-keto-A-one 11-keto-A-one 17-KS75318, 2704 R10531E

## H 4 27 1{H4027 11-5 " IFA35./0> 11-keto-Et 11-keto-Et 17-KS653Hl, 17-KS753i8, 2704 R1053E

## H 4 28 1/H4028 11-OH-7>ROZF0> 11-OH-A-one 11-OH-A-one 17-KS65318, 17-KS753MEl, 2704 R103El

## H 4 29 1{H4029 11-OH-IFA35./0> 11-OH-Et 11-OH-Et 17-KS653Hl, 17-KS753i8, 2704 R105E

## H 4 30 1/H4030 11-A%2-17-KGS 11-oxy-17-KGS 11-oxy-17-KGS 17-KSGHE

## H 4 31 1{H4031 11-FAF3-17-KGS 11-deoxy-17-KGS 11-deoxy-17-KGS 17-KSGHIEI

## H

##| |4E H| 5 H5 A FHRE/ BB ES

## 4E010| H 5 1 1|H5001 ®HTI-NTPZ> HFI-NTEY catecholamines

## 4E025| H 5 2 1{H5002 HAIRTY> FAXIRTU> total metanephrines

## 4E030| H 5 3 1/H5003 KAHXTV> AFRTV> metanephrine AHRTU I

## 4E035| H 5 4 1{H5004 PR EESINV JIAFRT)> normetanephrine XARTU> 538

## 4E045| H 5 5 1/H5005 K=JC DOPA [ 3,4-dihydroxyphenylalanine HFI-NTZUA5E

## 4E050| H 5 6 1{H5006 R=)(z> R=)(Z> dopamine

## 4E055| H 5 7 1|H5007 RENZUDEE HVA HVA homovanillic acid

## 4E060| H 5 8 1{H5008 N R>TIVEE VMA VMA vanillylmandelic acid

## 4E065| H 5 9 1|H5009 tob=> 5-HT tob=> serotonin

## 4E070| H 5 10 1|{H5010 5-)\{ ROF4 > R—)VEFES 5-HIAA 5-HIAA 5-hydroxyindole acetic acid

## 4E075| H 5 11 1]H5011 A R— )V 3EFEL 1> R—)V 3RFEE indole-3-acetic acid

## 4E080| H 5 12 1|{H5012 3-XbF3-4-) A ROFSTITIIFL Y- MHPG MHPG 3-methoxy-4-hydroxyphenyl glycol HFI-NTAREEY

## 4E085| H 5 13 1/H5013 SEROFS TITIVBFEE DOPAC DOPAC 3,4-dihydroxypheny! acetic acid

## H 5 14 1|H5014 TRUFY adrenaline HFI-NT2253 8, ATA-IVTIY 3538, ATV T2 453 E

## H 5 15 1|H5015 IVTRLFUY noradrenaline HFA-NTEUISE AFI-INTA5E
H 5 16 1/H5016 3,43EROFSYOTIVEE DOMA )
H 5 17 1|H5017 3-XbF3-4-EROFSTITNIYI-N MHPG D
H 5 18 1/H5018 NZUVEE VA A

## H

##| |4F H| 6 H6 PP HRE/ AR - AL ES BLURE SRR

## 4F010| H 6 1 1/H6001 IZbOPIY IZMOS> IZMOPI> estrogen

## 4F020 | H 6 2 1{H6002 IZhO¥ El IZXbO> estrone

## 4F025| H 6 3 1/H6003 IZNSTA-IL E2 IZANSTA-I estradiol

## 4F015| H 6 4 1/H6004 HIZNA-IL #BE3 FIZ AL estriol

## 4F030| H 6 5 1/H6005 WERETZNA—IL BEBEE3 IZANA-IL free estriol

## 4F035| H 6 6 1|H6006 IZFhO-)L E4 IZFhO-b estetrol

## 4F040| H 6 7 1/H6007 HRIVESEST 0TS SHBG HERIVESEST 0TS sex_hormone-binding globulin

## 4F045| H 6 8 1/H6008 JOS1A50> JOY1AF0Y progesterone

## 4F050| H 6 9 1/H6009 17a-)\{ ROF3T0S1270> 17a-OHP 17a -OHP 17alpha-hydroxyprogesterone

## 4F055| H 6 10 1/H6010 IVIF>SA-I P2 IVIF>IA- pregnanediol AT04R1053E

## 4F060 | H 6 11 1/H6011 TVIF>NA-IL P3 TLIFINIA-IL pregnanetriol A704R1053 8

## 4F062 | H 6 12 1/H6012 VI NAD> IV AT pregnanetriorone 2704 R1053E

## 4F065| H 6 13 1/H6013 FANZTOY TANZFOY testosterone

## 4F070| H 6 14 1/H6014 WEBET A NZTOY WRETANRTOY free testosterone

##| |4FO75| H | 6 15 1|H6015 Sa-EROFAMZTO> 5a-DHT 5a -EROFRAMRTO> Salpha-dihydrotestosterone

## 4F080| H 6 16 1|H6016 ENBEMETFRhOEY HCG HCG chorionic gonadotropin

## 4F081| H 6 17 1/H6017 {REEATHCG {REAIHCG human cholionic gonadotoropin (low level)

## 4F085| H 6 18 1|H6018 HCGa H#J1zwhk a -HCG HCGa HJ71Zyhk chorionic gonadotropin alpha-subunit

## 4F090| H 6 19 1{H6019 HCGb 71wk b -HCG HCGb H#J1=whk chorionic gonadotropin beta-subunit

## 4F091 | H 6 20 1{H6020 HCGb-27739 4>~ HCGb -J7759 %>k chorionic gonadotropin beta-core fragment

## 4F095| H 6 21 1/H6021 EBEBMESI RIS HPL HPL human placental lactogen

## 4F100 | H 6 22 1|H6022 MZ1-5-BRILES AMH/MIS MI1-5-BRILES anti-Mllerian hormone/Miillerian inhibiting substance

## H

##| |4G H| 7 H7 A FHINRE/ B B EERILES

## 4G010| H 7 1 1|H7001 ARV 1>219> A>R)> insulin

## 4G011| H 7 2 1/H7002 AR AV total insulin

## 4G012| H 7 3 1|H7003 HEREA > AU B> RS free insulin

## 4G015| H 7 4 1/H7004 JOA>2R)> TJOA>R)> proinsulin

## 4G020| H 7 5 1/H7005 C-RTFR C-RIFR C-peptide

##| |4G025| H | 7 6 1|H7006 SBIEEC-RTFR BiRECPR SEREC-RTFR free C-peptide

## 4G030| H 7 7 1|H7007 Jhd> BINHT> JIhI> glucagon

## 4G035| H 7 8 1/H7008 JIhItE wINHI> IVHIARNE glucagon-like immunoreactivity

## H 7 9 1/H7009 JIWHTAAFRTFR GLP-1 glucagon-like peptide-1

## 4G036| H 7 10 1|{H7010 #GLP-1 #GLP-1 glucagon-like peptide-1(total)

## 4G037| H 7 11 1|H7011 SEMERIGLP-1 SEMRIGLP-1 glucagon-like peptide-1(active form)

## H 7 12 1|H7012 DIV RAEIFHEA S RS SRR R TF R GIP glucose-dependent insulinotropic polypeptide

## 4G038| H 7 13 1|H7013 #GIP #MGI P glucose-dependent insulinotropic polypeptide(total)

## 4G039| H 7 14 1|H7014 SEMERIGIP EHERGIP glucose-dependent insulinotropic polypeptide(active form)

## 4G040| H 7 15 1|H7015 HAN> HAN> gastrin

## 4G045| H 7 16 1|H7016 JIT7IT4TBERTFR VIP VIP vasoactive intestinal polypeptide

## 4G050| H 7 17 1|H7017 HYIRIVAP HIZIZAP substance P

## 4G055| H 7 18 1{H7018 %22 ILF> secretin

## 4G060| H 7 19 1|H7019 EF)> U motilin

## 4G065| H 7 20 1{H7020 ALSAMZY CCK ALSAREZY cholecystokinin

## 4G070| H 7 21 1|H7021 SOV PTAIRIRTF R PPP JCHLPTAIRIRTFR pancreatic polypeptide

## 4G075| H 7 22 1{H7022 GLP-1 GLP-1 glucagon-like peptide-1

## H

##| |4z H| 38 H8 A FHIRE/IVES ZEE - 20

## 4H010| H 8 1 1/H8001 IZMOZIL TS~ ER IZOTILtETS— estrogen receptor

## 4H015| H 8 2 1/H8002 JOSIAFOLETS— PR JOSIAFOLETS— progesterone receptor

## 4H020| H 8 3 1/H8003 7rROTIILETS— AR 7>ROTIILETS— androgen receptor
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## 4H025| H 8 4 1/H8004 AL ETH— AT~ insulin receptor
## 4Z010| H 8 5 1{H8005 LZiEH PRA plasma renin activity
## 4Z015| H 8 6 1{H8006 TRC #L=> total plasma renin
## 4Z020| H 8 7 1{H8007 SEMERILZY PRC SEERLZY active plasma renin
## 47025| H 8 8 1/H8008 TIFATIIV] TIFATIIV T angiotensin 1
## 4Z030| H 8 9 1{H8009 angiotensin 2
## 4Z105| H 8 10 1/H8010 PGA+B prostaglandin A+B
## 4Z110| H 8 11 1|H8011 PGD2 prostaglandin D2
## 4Z115| H 8 12 1/{H8012 PGE prostaglandin E
## 4Z117| H 8 13 1/{H8013 PGE1 prostaglandin E1
## 47120| H 8 14 1/H8014 JORHISITIE2 PGE2 prostaglandin E2
## H |8 15 1|H8015 PRPTORGI 5T VEL+E2EBREY major urinary metabolite of prostaglandins E1 + E2
## 4Z125| H 8 16 1/H8016 PGF prostaglandin F
## 4Z130| H 8 17 1/{H8017 PGF2a prostaglandin F2 alpha
## 47135| H 8 18 1/H8018 6-7hNIORYI5>T > Fla 6-Keto-PGFla 6-keto-prostaglandin F1 alpha
## 4Z140| H 8 19 1/{H8019 hO>RFH>B2 TXB2 hO>RFH>B2 thromboxane B2
## 4Z145| H 8 20 1/H8020 11-FeROMIZRES B2 11-DTXB2 11-FEROMIZARFHOB2 11beta-dehydrothromboxane B2
## 4Z190| H 8 21 1|H8021 5-tROFSIAIYFTRSIEE 5-HETE 5-EROFSIAAYT SIS 5-hydroxyeicosatetraenoic acid
## 4Z205| H 8 22 1/H8022 O4JkJI>B4 LTB4 O4JhJI>B4 leukotriene B4
## 47210 H 8 23 1/{H8023 O43NJI>C4 LTC4 O0/43INI>C4 leukotriene C4
## 47215| H 8 24 1/H8024 O04JKJI>D4 LTD4 O4JhJI>D4 leukotriene D4
## 4Z217| H 8 25 1/{H8025 O4JNJIVE4 LTE4 O/4JNIVE4 leukotriene E4
## 47220| H 8 26 1/H8026 EGF AR R R T EGF epidermal growth factor
## 42225| H 8 27 1/H8027 EGFL 74— R ERFL TS EGFLtT49— epidermal growth factor receptor
## 47230 H 8 28 1/H8028 TLhuiL4> TLhugL1> prekallikrein
## 4Z235| H 8 29 1/H8029 hILA> B> kallikrein
## 47240| H 8 30 1/H8030 BRFEIT =) high molecular weight kininogen
## 4Z245| H 8 31 1|H8031 F=> —> kinin
## 47250 H 8 32 1/H8032 I5o%=> I53%=> bradykinin
## 4Z255| H 8 33 1/{H8033 H49UyIAMP C-AMP P19y JAMP adenosine 3'5-cyclic monophosphate
## 47260 H 8 34 1/H8034 HA9UyIGMP C-GMP H49UyIGMP guanosine 3'5-cyclic monophosphate
## 4Z265| H 8 35 1/{H8035 E25z> 25> histamine
## 47266| H 8 36 1/H8036 AFIVERHZ> AFIVERZZY methylhistamine
## 42267 | H 8 37 1/H8037 MVMREEACEF PAF MMREEA LR T platelet activating factor
## 42270| H 8 38 1/H8038 ENUEHENaFIRRTF R ANP ENUEHENaFIFRARIRTF R atrial natriuretic polypeptide
##| |42271| H | 8 39 1/H8039 £ MBENaFIFRRTF R BNP EMiENaFIFRRURTF R brain natriuretic polypeptide
## 42272 H 8 40 1/H8040 EMBENaFIFRARTF RETERAA N i J59 X> b NT-proBNP ENESF MY LFIRATF RBEIERR N i 55 X N-terminal prohormone brain natriuretic peptide
## 4Z275| H 8 41 1|H8041 IYZRORIF> EPO IYZORIF> erythropoietin
## 47280| H 8 42 1|H8042 ARTANNE > BGP AZRFADNE > osteocalcin
## 47282| H 8 43 1{H8043 EANVRFZIUCARTADILS > ucOC EDWRFIUACARTADILS > undercarboxylated osteocalcin
## 4Z300| H 8 44 1/H8044 HIVREYY IVREY> endothelin
## 4Z301| H 8 45 1/{H8045 IVREU>-1 ET-1 IVREU>-1 endothelin-1
## 47305| H 8 46 1/H8046 M EPIRHRFIESER F VEGF M E PR ARRRIETEEF vascular endothelial growth factor
## 4z310| H 8 47 1/H8047 MVMRERRERF PDGF MVMRESRRRER T platelet-derived growth factor
## 47315| H 8 48 1/H8048 AFHRARIESER F HGF AFHBRRIEEEF hepatocyte growth factor
## 4z2322| H 8 49 1/H8049 IEE RS ETE R T bFGF ISR MR SRR T basic fibroblast growth factor
## H 8 50 1/H8050 HRHESHRARIENEN F 23 FGF23 fibroblast growth factor 23
## 4Z400| H 8 51 1|H8051 LIF> LVIF> leptin
## 47401 H 8 52 1/H8052 TTARRIF> PTARRIF> adiponectin
## 47402 H 8 53 1/{H8053 BRFTTARRIFS BRFTTARRIFY high molecular weight adiponectin PTARRIF 538
## H 8 54 1/H8054 BPTARRIF> Total-Ad total adiponectin TTARRIF 53 E
## H 8 55 1|H8055 BRFEITARRIFY HMW-Ad high molecular weight-adiponectin PTARRIF 538
## H 8 56 1/H8056 PDFEFTARTIF> MMW-Ad middle molecular weight-adiponectin TTARRIF 53 E
## H 8 57 1{H8057 B FEITARRIF> LMW-Ad low molecular weight-adiponectin PTARRIF 538
## H 8 58 1/H8058 H/TLE H/T ratio TTARRIF 53 E
## 4Z410| H 8 59 1{H8059 AShZ>Y AShZ> melatonin
H 8 60 1/H8060 FIEEEA A NOx
H| 8 61 1|H8061 A A NOx
## H
##| |4z H|o9 H9 A FRIRE/ SRR
4D015| H 9 1 9|H9001 17-KS25318 17-7h2504 R25318 17-KS25318 17-ketosteroids 2 fractionations JCRIY
4D016| H 9 2 9|H9002 17-KS353E 17-KS35318 17-ketosteroids 3 fractionations Ued%
4D017| H 9 3 9|H9003 17-KS65318 17-KS65318 17-ketosteroids 6 fractionations JCRIY
4D018| H 9 4 9|H9004 17-KS753E 17-KS75318] 17-ketosteroids 7 fractionations Ued%
4D019| H 9 5 9|H9005 A704 R1051E A7 04 R1053 8 steroids 10 fractionations JCRIY
4D025| H 9 6 9|H9006 17-KGSHIEI 17-7b2129)Z504 RO E 17-KGSSYE 17-ketogenic steroids fractionations JXRIY
4E015| H 9 7 9|H9007 HFI-NTPZ 258 HFI-IVPE2530E catecholamines 2 fractionation JCRIY
4E016| H 9 8 9|H9008 HFA-NTIU35E HTI-NTPE35E catecholamines 3 fractionation Ued%
4E017| H 9 9 9|H9009 HFI-NTPZ A58 HFI-IVTPEA5E catecholamines 4 fractionation JCRIY
4E018| H | 9 10| 9|H9010 HFI-NTAREEY HFI-NTPEAREEY catecholamine metabolites Ued%
4E020| H 9 11 9|H9011 BB DTV TZ 2531 BEBRENT -V TE 2538 free catecholamines 2 fractionation JCRIY
4E021| H 9 12 9|H9012 B HTI—)L 73358 WERENT IV TEY 358 free catecholamines 3 fractionation Ued%
H 9 13 9|H9013 PTARRIF 5B JCRIY
## 4Z500| H 9 14 9/H9014 NOx ERMCY NOx nitric oxide JXRIY
## |E E E REFHIRE
##| |5A E [ 1 E1l SRFIIRE/ B 0T ) - TLIE—
##| |5A010] E | 1 1| 1[E1001 19G 19G 19G
##| [5A015] E | 1 2| 1[E1002 IgA IgA IgA
##| |5A020] E | 1 3] 1|E1003 IgM IgM IgM
##| [5A025] E | 1 4] 1|E1004 gD gD gD
## 5A055| E 1 5 1|E1005 IgG1 IgG1 IgG1 1gGHTH5R
##| |5A056] E | 1 6| 1[E1006 1gG2 1gG2 1gG2 19GHTI52
## 5A057| E 1 7 1|E1007 1gG3 IgG3 IgG3 1gGHTH5R
##| |5A058] E | 1 8| 1[E1008 1gG4 1G4 1G4 19GYTI52
## 5A071| E 1 9 1|E1009 IgAl IgA1 IgA1 IgAY 7952
##| [5A072] E [ 1 10 1[E1010 1gA2 1gA2 1gA2 1gAYTH52
##| |5A000] E | 1 11| 1[E1011 IgE IgE IgE
## 5A100| E 1 12 0/E1012 TUIWG AFRIGE TUIVTAFRIGE allergen-specific IgE antibodies
E 1 13 0/E1013 MAST33 ver.2
E | 1 14| 0|E1014 View7L )L ¥~
E 1 15 0/|E1015 C-PAC16 /MR
E 1 16 0/E1016 C-PAC16 7RIS %
E 1 17 0|E1017 C-PAC16 &% IS
E 1 18 0/E1018 C-PAC5 /NEBRER
E 1 19 0/E1019 CAP-16 BE7LIF—
E 1 20 0/E1020 CAP-16 TE#YE- 2K
E 1 21 0|E1021 CAP-16 UL —HIHE
## 5A110| E 1 22 1/E1022 TUIVTAFRIGG TUIVI AFRIGG allergen-specific IgG antibodies
## 5A111| E 1 23 1|E1023 TLIVTAFRIgGL TUIVTAFRIgGL allergen-specific IgG1 antibodies
## 5A114| E 1 24 1/E1024 TUIT AFRIgG4 TUIVI AFRIgGE allergen-specific IgG4 antibodies
## 5A115| E 1 25 0|E1025 E2HZ iR IR HRT LRt ER histamine release test BG4I
## 5A116| E 1 26 1/E1026 CAST TUIV AFREERIO/ NI CAST cellular antigen stimulation test
## 5A120| E 1 27 1|E1027 1gG1>TYIR 1IgGA>TYIR IgG index
## 5A125| E 1 28 1/E1028 SIEIgA S-IgA SIWEIIgA secretory IgA
## 5A130| E 1 29 1|E1029 ILAY-IDR-F> b SC (2D b s AN secretory component
## 5A135| E 1 30 0/E1030 REBLKE) FREBRUKED immunoelectrophoresis E2l
## 5A140| E 1 31 1|E1031 k /It k/I'kE immunoglobulin light chain kappa/lambda ratio
## E 1 32 1|E1032 ERELEEK /1 Bb - KEH free kappa [ EEELEEK /1t
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## E 1 33 1/|E1033 EEELEEK /| bb - 188 free lambda EEELEEK /1t
## E 1 34 1|E1034 mLEEK /1 EE - k/ILE kappa/lambda ratio EEtLEEK /1 b
## 5A145| E 1 35 1|E1035 Bence JonesEHREE Bence JonesEHREE Bence-Jones protein identification
## 5A150| E 1 36 1/E1036 AUI90-FILIOR AUIV0-FIIUR oligoclonal bands
## 5A155| E 1 37 1|E1037 40507U> )40507U> pyroglobulin
## 5A160| E 1 38 1/E1038 HuAgaIv> sAga7v> cryoglobulin
## E
##| [5B E |2 E2 RIEFIIRE/ A SUBLENE
## 5B010| E 2 1 1/E2001 CH50 BT CH50 50% hemolytic complement activity
## 5B015| E 2 2 1|E2002 APCH-50 RSB 2R RSEME APCH-50 50% alternate pathway hemolytic complement activity
## 5B022| E 2 3 1/|E2003 Cc2 c2 complement C2
## 5B023| E 2 4 1|E2004 C3 b 1C/b 1AJOJY> C3 complement C3
## 5B024| E 2 5 1/E2005 c4 b 1E/0JU> c4 complement C4
## 5B025| E 2 6 1|E2006 C5 b 1IFJOJU> Cs5 complement C5
## 5B026| E 2 7 1|E2007 C6 c6 complement C6
## 5B027| E 2 8 1|E2008 c7 c7 complement C7
## 5B028| E 2 9 1/E2009 Cc8 c8 complement C8
## 5B029| E 2 10 1|E2010 c9 c9 complement C9
## 5B040| E 2 11 1/{E2011 Clq Clq complement Clq
## 5B045| E 2 12 1/E2012 CUHITIFR=5— CIITIFR—H— C1 inactivator
## 5B050| E 2 13 1/E2013 C3TO7IFR=4— JON=-I>T795-B C37079FR=49— C3 proactivator
## 5B051| E 2 14 1/E2014 C379FN=5— C379FR=5— C3 activator
## 5B060| E 2 15 1|E2015 C3a C3a anaphylatoxin C3a
## 5B061| E 2 16 1|E2016 Cda C4a anaphylatoxin C4a
## 5B062| E 2 17 1|E2017 C5a C5a anaphylatoxin C5a
## 5B080| E 2 18 1|E2018 Cad C4d complement component C4d
## 5B085| E 2 19 1/|E2019 C4d/C4tt C4d/Catt complement component C4d/C4 ratio
## E
##| |5C E |3 E3 SR FRRE/ MIFES
## 5C010| E 3 1 1/E3001 hS2ZYALF> ILFNIZ> ILFNIZ> prealbumin
## 5C015| E 3 2 1{E3002 al-v1y04Jo07VU> al-m, AMG al-v{4040JuU> alphal-microglobulin
## 5C020| E 3 3 1/E3003 al-7>FNTS> al-AT al-7>FNTS> alphal-antitrypsin
## 5C021| E 3 4 1/E3004 al-7>FNTSORIRA al-7>FNITS > RIE alphal-antitrypsin phenotype
## 5C022| E 3 5 1/E3005 al-7>FFENTS > al-7>FFENTS> alphal-antichymotrypsin
## 5C025| E 3 6 1/E3006 al-FEMHiEEn al-AG al-FEHEER alphai-acid glycoprotein APRZJ7
## 5C030| E 3 7 1|E3007 LF)-IEEER RBP LF/)-IEEER retinol binding protein
##| [5C035| E | 3 8| 1[E3008 a2-vyoJyodu> a2-M a2-vy0JoJvu> alpha2-macroglobulin
## 5C040| E 3 9 1|E3009 J\TNMDE> Hp J\TNOE> haptoglobin APRZI7
## E 3 10 1/E3010 J\TMOEVRIRA (1-17) phenotype 1-1
## E | 3| 11| 1|E3011 J\JNMOESFRE (2-18)) phenotype 2-1
## E 3 12 1|E3012 J\TMOERIRA (2-28) phenotype 2-2
## E 3 13 1/E3013 J\TNOESRRA (BUHIEREE unclassified/indeterminate
## 5C045| E 3 14 1/E3014 0TS Cp OISR ceruloplasmin
## 5C050| E 3 15 1|E3015 a2-HSHEER a2-HS a2-HSHEER alpha2-HS glycoprotein
## 5C055| E 3 16 1|E3016 NERFIY Hpx ANERFIY hemopexin
## 5C060| E 3 17 1/E3017 522712 T r5>ZT1U> transferrin
## 5C065| E 3 18 1/E3018 b231905071U> BMG BMG beta2-microglobulin
## 5C070| E 3 19 1|E3019 CRIGMHER CRP CRP C-reactive protein APRZI7
## 5C072| E 3 20 1/|E3020 RURSFI> 3 PTX3 RUSF2>3 pentraxin 3
## 5C080| E 3 21 1|E3021 7304 RA SAA 7ZO04RA serum amyloid A
## 5C083| E 3 22 1/E3022 EXBEER BABEER pancreatitis-associated protein
## 5C085| E 3 23 1/E3023 73> FESKE7I04 RRURTFR 73> amylin
## 5C090| E 3 24 1/E3024 #Joe> AyoE> myoglobin
## 5C091| E 3 25 1|E3025 ORI EESER H-FABP ERASAA RS SR heart type fatty acid-binding protein
## 5C092| E 3 26 1/E3026 SASVERH T SASULCT myosin light chain 1
## 5C093| E 3 27 1|E3027 troponin T
## 5C094| E 3 28 1|E3028 troponin I
## 5C095| E 3 29 1|E3029 ferritin
## 5C097| E 3 30 1|E3030 NESTUY hemosiderin
## 5C100| E 3 31 1|E3031 LBV ARAESE SR L-FABP LBBERFESE SR liver type fatty acid-binding protein
## 5C110| E 3 32 1/E3032 I1TORIF> I4TORIF>Y fibronectin
## 5C111| E 3 33 1|/E3033 IR I T ORI FY BRI TORIF> oncofetal fibronectin
## 5C115| E 3 34 1|E3034 EbORIF> ErORIFY vitronectin
## 5C120| E 3 35 1|E3035 1 8703542 -NEKIETORTFR P INP 1 B7035-5>-NKIHIORTFR type 1 procollagen N-terminal propeptide
## 5C121| E 3 36 1|E3036 a- | BA5-4>-CRiFORTFR a -CTx a - 1 BI95-45>-CRiliiT ORTFR alpha -CTx/type 1 collagen C-terminal telopeptide
## 5C122| E 3 37 1/E3037 BYORSTA B-CTx BYORSTR beta -CTX
## 5C123| E 3 38 1/E3038 1 BS54 548 -NKiih T ORTF R NTx 1 BIO5—5 > 2R48-NKiT ORTF R type 1 collagen cross-linked N-telopeptide
## 5C124| E 3 39 1/E3039 1 BS54 348 -CRIBTORTF R ICTP 1 BO5-45 > Z248-CRIEFORTF R type 1 collagen crosslinked C-terminal telopeptide
## 5C125| E 3 40 1/E3040 1 B7035-4>-CRi JORTFR PICP 1 B7035-4>-CRiiJORTFR type 1 procollagen C-terminal propeptide
## 5C145| E 3 41 1|E3041 [ EUS > pyridinoline EUS U538
## 5C146| E 3 42 1|E3042 FAFIEUS Y FTAFIEUS U deoxypyridinoline EUS U 53
## 5C126| E 3 43 1/E3043 P ROALS> J035-5>- T#mE VRO > chondrocalcin
## 5C130| E 3 44 1|E3044 J035-4YIATFR P-I-P JO35-4>URTFR procollagen-3-peptide
## 5C134| E 3 45 1|E3045 VEIS-5> VEIOS-5> type 4 collagen
## 5C135| E 3 46 1|E3046 NVEIS-4>-7S VRIS-4>-7S type 4 collagen-7S domain
## 5C140| E 3 47 1|E3047 332> 5= laminin
## E 3 48 0|E3048 Mac-2fEa B EEIHEMSRIE A M2BPGi Mac-2 binding protein glycosylation isomer
## 5C150| E 3 49 1/E3049 AIOFARA> AINFAFA> metallothionein
## 5C180| E 3 50 1|E3050 RIS ECP IFESERIEEIEER eosinophil cationic protein
## 5C181| E 3 51 1|E3051 IFETREEEX EPX FEREAX eosinophil protein X
## 5C185| E 3 52 1/E3052 ASv—R—v)ERA Major basic protein ASv—R-3Iv)EH major basic protein
## 5C200| E 3 53 1|E3053 YUEH AVEH tau protein
## 5C201| E 3 54 1|E3054 USEMEYVER UEMEAUER phosphorylated tau protein
## E | 3| 55/ 1|E3055 7304 Rb(1-40) beta-amyloid (1-40)
## E | 3 | 56/ 1|E3056 7=04 Rb(1-42) beta-amyloid (1-42)
## 5C210| E 3 57 1|E3057 KL-6 KL-6 KL-6
## 5C215| E 3 58 1/E3058 JonSh=> PCT TJOnLIh=> procalcitonin
## E 3 59 1/E3059 gy presepsin
## E 3 60 1/E3060 THTRUZ2 aquaporin 2
## E
##| |5D E | 4 E4 SRIEFHIRE/NEBRIER
## 5D010| E 4 1 1|E4001 |ERA YR UR CEA CEA carcinoembryonic antigen
## S5DO15| E | 4 2 1|E4002 a-J1hJ074> AFP AFP alpha-fetoprotein
E 4 3 1/E4003 AFPLOF> 538 (#AFP)
E 4 4 1/E4004 AFPLYF> 53 (AFP-L15yiEILE)
## 5D016| E 4 5 1|E4005 AFPLOF> 5381 (AFP-L3%3EiLE) a-J1NJOFALIF D E (AFP-L3%) AFPSE alpha-fetoprotein fractionation
5D016| E | 4 6/ 0[E4006 AFPYEI AFPS3E alpha-fetoprotein fractionation
## 5D017| E 4 7 9|E4007 AFP%3iE-ConA AFP%)iE-ConA alpha-fetoprotein ConA-binding fraction JXRIY
E 4 8 1/E4008 AFPSIEI-ConA (C1) AFPS3E-ConA
E 4 9 1/E4009 AFPZ3E-ConA (C2) AFP%3iE-ConA
## 5D018| E 4 10 1/E4010 AFPSIE-LcA AFPSYIE-LcA alpha-fetoprotein LcA-binding fraction
E 4 11 1|E4011 AFPZYE-LcA (L1)
E 4 12 1|E4012 AFPSIE-LcA (L2)
E 4 13 1|E4013 AFPSYE-LcA (L3)
## 5D025| E 4 14 1|E4014 EEMIINOTA> BFP BFP basic fetoprotein
## 5D030| E 4 15 1|E4015 FER R IER POA POA pancreatic oncofetal antigen
## 5D100| E 4 16 1|E4016 CA125 CA125 CA125
## 5D103| E 4 17 1|E4017 CA602 CA602 CA602
## 5D105| E 4 18 1/E4018 CA130 CA130 CA130
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## 5D120| E 4 19 1/E4019 CA15-3 CA15-3 CA15-3
## 5D125| E 4 20 1|E4020 BCA225 BCA225 BCA225
## 5D130| E 4 21 1|E4021 CA19-9 CA19-9 CA19-9
## 5D135| E 4 22 1|E4022 CA50 CA50 CA50
## 5D150| E 4 23 1/E4023 CA72-4 CA72-4 CA72-4
## 5D153| E 4 24 1/E4024 STUNTHUR STN STUNTHUR sialyl Tn antigen
## 5D155| E 4 25 1|E4025 CA54/61 CA54/61 CA54/61
## 5D160| E 4 26 1|E4026 KMO-1 KMO-1 KMO-1
## 5D170| E 4 27 1|E4027 DU-PAN-2 DU-PAN-2 DU-PAN-2
## 5D175| E 4 28 1|E4028 ST LeX-iHtR SLX SLX sialyl Lewis X-i antigen
## 5D177| E 4 29 1/E4029 ST LeXHR CSLEX CSLEX sialyl Lewis X antigen
## 5D200| E 4 30 1|E4030 NCC-ST-439 NCC-ST-439 NCC-ST-439
## 5D220| E 4 31 1/|E4031 SPan-1 SPan-1 SPan-1 antigen
## 5D300| E 4 32 1/E4032 R BERE R scc scc squamous cell carcinoma-related antigen
## 5D305| E 4 33 1|E4033 RIS IR PSA BRI RIS prostate specific antigen
## 5D306| E 4 34 1/E4034 BISZARSERAR -al 7> FFENTS SR PSA-ACT B RS - al 7> FFENTS B EHK prostate specific antigen-alphal antichymotrypsin complex
## 5D307| E 4 35 1|/E4035 WERERIPSA ERERIPSA free PSA
## 5D308| E 4 36 1|E4036 PSA F/TtE PSA F/Tib free/total PSA ratio
## 5D310| E 4 37 1|E4037 g-2/7074> g-Sm g -Sm gamma-seminoprotein
## 5D320| E 4 38 1/E4038 HRBARURTF RIAUR TPA TPA tissue polypeptide antigen
## 5D325| E 4 39 1/E4039 BAMSFY19759 4 b 275 275 cytokeratin 19 fragment
## 5D327| E 4 40 1|E4040 YAM5F28 - H4M5F>1 8 HAMSFY8 - YAM5F>1 8 cytokeratin 8-cytokeratin 18
## 5D330| E 4 41 1|E4041 SEIHIES SRR IAP IAP immunosuppressive acidic protein
## 5D350| E 4 42 1|E4042 5-S-SAFAZILR=/( 5-5-CD 5-S-3ZAFA )R- 5-S-cysteinyl dopa
## 5D400| E 4 43 0/|E4043 5'-NPD-V. 5'-NPD-V 5'-nucleotide phosphodiesterase isoenzyme-V. Eis31]
## 5D405| E 4 44 1|E4044 BISZARIERE IR I79 - PAP PAP prostatic acid phosphatase
## 5D410| E 4 45 1|E4045 HERFRT)S5-F NSE NSE neuron-specific enolase
## 5D415| E 4 46 1|E4046 |EBSEN Y b RIS RE R GAT GAT galactosylfransferase associated with tumor
## 5D450| E 4 47 1|E4047 FOAS—F FOX5—Y telomerase
## 5D500| E 4 48 1|E4048 SP1 RIS RMD1JYIT0TA> SP1 pregnancy-specific betal-glycoprotein
## 5D505| E 4 49 1|E4049 SP3 a2-AP-/y1J074> SP3 pregnancy-associated alpha2-glycoprotein
## 5D520| E 4 50 1|E4050 PIVKA-T PIVKA-T protein induced by vitamin K absence-2
## 5D550| E 4 51 1|/E4051 HRNIZBHATF REIERR Pro GRP Pro GRP pro-gastrin releasing peptide
## 5D560| E 4 52 1|E4052 HipS3HUk HFip53Huk p53-autoantibodies
## 5D570| E 4 53 1|E4053 BINWIZTOTA>22 NMP22 NMP22 nuclear matrix protein 22
## 5D580| E 4 54 1|E4054 BTA BTA bladder tumor antigen (BTA test)
## 5D590| E 4 55 1|E4055 HER2ZEH HE R2EH HER2/neu protein
## E 4 56 1|E4056 ALKREESEER ALK fusion protein
## 5D595| E 4 57 1|E4057 EGFREH EGFREH epidermal growth factor receptor protein
## 5D596| E 4 58 1|E4058 CCR4EH CCR4ZEH C-C chemokine receptor 4
## 5D600| E 4 59 1|E4059 TAHEXYT S BIERTF R AYT> AYTI> soluble mesothelin-related peptides
## E E
##| |56 E| 5 E5 SIEFHIRE/ B C RBRERE
## 5G010| E 5 1 1/|E5001 TR ANA FUZHUA anti nuclear antibody
E 5 2| 0|E5002 g (8)
## 5G015| E 5 3 1|E5003 LEARRIRSR LE#RRRIRSR LE cell phenomenon
## 5G020| E 5 4 1|E5004 HIDNAJ IR HIDNAFUR antinative DNA antibody
## 5G021| E 5 5 1|E5005 EHANEDNAT A EIRANENDNAYTA high-affinity anti-native DNA antibody
## 5G026| E 5 6 1|E5006 7issSDNAYA 1gG fiiss-DNAUA-1gG anti single stranded DNA antibody IgG 71ssSDNAYi{4
## 5G028| E 5 7 1|E5007 ffissDNAYIA IgM fiiss-DNAYi{A-IgM anti single stranded DNA antibody IgM 71sSDNA]
## 5G036| E 5 8 1/E5008 ldsDNAYE 1gG iids-DNAHUA-1gG anti double stranded DNA antibody IgG 7LdSDNAL
## 5G038| E 5 9 1|E5009 ldsDNAJ A IgM fids-DNA#UA-IgM anti double stranded DNA antibody IgM f7ldsDNAL
## 5G045| E 5 10 1|E5010 TidsDNARFES A fids-DNARFEE A anti double stranded DNA antibody, complement fixing
## 5G060| E 5 11 1|E5011 TENAFUA MENAFTA anti ENA antibody
E 5 12 1/E5012 FENAYUA RnaseéSZ 1
E 5 13 1|/E5013 ENAfA Rnaselffiit
## 5G061| E 5 14 1|E5014 MENATUATOI7 1L MENATATOI 74 )Y anti ENA antibody profile
## 5G065| E 5 15 1|E5015 FISMTiA SmiFiR anti Sm antibody
## 5G066| E 5 16 1|E5016 FIRNPHL{A FIRNPHLA anti RNP antibody
E 5 17 1|E5017 771U 1-HIRNPHA
E 5 18 1/E5018 7LU2-HIRNPHLA
E 5 19 1/E5019 HIU3-HIRNPHIA
E 5 20 1|E5020 f717-2RNPHiR
## 5G075| E 5 21 1|E5021 71SS-A/Ro, SS-B/Lafiitk 1SS-A, SS-BHiik anti SS-A/Ro & SS-B/La antibodies
## 5G076| E 5 22 1|E5022 iSS-A/RofiR 1SS-AfUA anti SS-A/Ro antibody
## 5G077| E 5 23 1|E5023 71SS-B/Lajitk 1SS-BiutA anti SS-B/La antibody
## 5G080| E 5 24 1|E5024 FIRANAF AR ISMERIERUDYF IR FIRANASLIA anti RANA antibody
## 5G085| E 5 25 1|E5025 fiScl-70%idk NABRAETA (IR IL 05 —Hudk) iScl-704u4k anti Scl-70 antibody
## 5G087| E 5 26 1|E5026 MRNARUXS — M ik MRNARUXS—t M ik anti RNA polymerase 3 antibody
## 5G090| E 5 27 1|E5027 > NOXTHUA it > MOXTH R anti centromere antibody
## 5G095| E 5 28 1/E5028 FLEZ bR FLER PR anti histone antibody
## 5G096| E 5 29 1/E5029 LR bV H2A/H2BHEE R kR A H2A/H2BIEETA anti histone dimer (H2A-H2B) DNA antibodies
## 5G110| E 5 30 1|E5030 FKIFTUAR LGNS anti Ki antibody
## 5G115| E 5 31 1|E5031 FIKUfAR FiKudigk anti Ku antibody
## 5G120| E 5 32 1|E5032 f1Jo- 14714k fiJo- 15Uk anti Jo-1 antibody
E 5 33 1/E5033 ISRPHUR
E 5 34 1|E5034 URY — AdiA
## 5G125| E 5 35 1|E5035 TLARSHIA IPCNAJAR anti aminoacyl tRNA synthetase antibody
## 5G130| E 5 36 1|E5036 FIPCNASA URJADPUR—Z37L4K anti PCNA antibody
## 5G135| E 5 37 1|E5037 FURJADPUR—Z 3k iPM- 14k anti polyADP ribose antibody
## 5G160| E 5 38 1|E5038 7LPM- 1714k YIRFREF anti PM-1 antibody
5G161| E 5 39 1|E5039 Y M REF YIYMMER YIYFRAFIgG rheumatoid factor
## E 5 40 1|E5040 gGEIY M RRF rheumatoid factor IgG
## 5G166| E 5 41 1|E5041 50 b= RIBIgGHUA FH59 b2 RIBIgGHUA agalactosylated IgG antibody
## 5G167| E 5 42 1|E5042 LCCPHUA TERIRS MVUALRTF Rk HICCPHA anti cyclic citrullinated peptide antibody
## 5G170| E 5 43 1/E5043 Rosefzfi& 9-5-0-ZARI& Waaler-Rose i Waaler-Rose reaction
## 5G173| E 5 44 1|E5044 EE T, anti golgi apparatus antibody
## 5G175| E 5 45 1|E5045 > RUZHUR AMA 0> RUTHA anti mitochondria antibody
E 5 46 1|E5046 O RUZM247AR 0> RUFZM25udR anti mitochondria M2 antibody
## 5G177| E 5 47 1|E5047 O RUZM247i4k 1gG 0> RUZM211RIgG anti mitochondria M2 antibody IgG
## 5G178| E 5 48 1|E5048 O RUZM247i4k IgM 0> RUZM2HUAIgM anti mitochondria M2 antibody IgM
## 5G180| E 5 49 1|E5049 T B TUA SMA N BRRTUA anti smooth muscle antibody
## 5G185| E 5 50 1|E5050 LS EEHARRATLA i B B2 HRAEH LA anti parietal cell antibody
## 5G190| E 5 51 1|E5051 AR TR MR FHuE anti intrinsic factor antibody
## 5G195| E 5 52 1|E5052 UBHUER TR SRR A anti striated muscle antibody
## 5G196| E 5 53 1|E5053 TP OF AU N7IF Ak anti actin antibody
## 5G197| E 5 54 1|E5054 A HUA A AR anti myosin antibody
## 5G198| E 5 55 1|E5055 U PIRRITR ARPRIEE A anti endometrial antibody
## 5G199| E 5 56 1|E5056 U HRRBARITLA AR AR LA anti sarcolemma antibody
## 5G200| E 5 57 1|E5057 IWEANES U ERTUA anti myocardial antibody
## 5G205| E 5 58 1|E5058 RIS R B R a7 B A anti adrenocortical antibody
## 5G210| E 5 59 1|E5059 ffivon Willebrand&F4itk iivon Willebrand & F4ik von Willebrand factor antibody
## 5G220| E 5 60 1|E5060 IgGHUA IgGHAR anti IgG antibody
## 5G225| E 5 61 1|E5061 TUIgATUR IgATTA anti IgA antibody
## 5G245| E 5 62 1|E5062 FUTSHIUA2 Y El 19G L TSHI A2 EI-1gG anti TSH antibody 2 fractionation, IgG
## 5G246| E 5 63 1|E5063 FUTSHIUA 253 IgM L TSHUA253E-IgM anti TSH antibody 2 fractionation, IgM
## 5G250| E 5 64 1|E5064 FUTSHIUA3 S E 19G L TSHIUA3SE-1gG anti TSH antibody 3 fractionation, IgG
## 5G251| E 5 65 1|E5065 FUTSHIUA3 Y E K L TSHIUA3SIE-K anti TSH antibody 3 fractionation, kappa chain
## 5G252| E 5 66 1|E5066 UTSHIUA3SIE A L TSHIUA3 S E-A anti TSH antibody 3 fractionation, lambda chain
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## 5G265| E 5 67 1|E5067 T35 UA25E 19G LT 351423 18-19G anti T3 antibody 2 fractionation, 1gG
## 5G266| E 5 68 1|E5068 LT3R 253 E IgM LT 3H14A253 8- IgM anti T3 antibody 2 fractionation, IgM
## 5G270| E 5 69 1|E5069 LT 3HUA3 S E 19G LT 3HUA3SIE-1gG anti T3 antibody 3 fractionation, 1gG
## 5G271| E 5 70 1|E5070 FUT3FUA3E K T 3HUA3SIE-K anti T3 antibody 3 fractionation, kappa chain
## 5G272| E 5 71 1|E5071 T 3HUR3SIE A LT 3FUAS D E-A anti T3 antibody 3 fractionation, lambda chain
## 5G280| E 5 72 1|E5072 FLT4HU4R T 4R anti T4 antibody
## 5G285| E 5 73 1|E5073 TERRBRA)LAF S5 —CHE PRI/ 70Y — Ak MERRBRY 1 0Y — Lk anti thyroid peroxidase antibody
## 5G290| E 5 74 1|E5074 Y107 07Uk it 07 07>tk anti thyroglobulin antibody
## 5G300| E 5 75 1|E5075 ERIRRRRIBT A TSAb ERRARRIB AR thyroid stimulating antibody
## 5G305| E 5 76 1|E5076 TSHYEFREEHUA TSBAb TSHYEFRRETUA thyroid stimulation blocking antibody
## 5G310| E 5 77 1|E5077 TSHL T4 —Huk TBII TSHLETS—Hudk TSH receptor antibody
E 5 78 0|E5078 MTSHL T —Hik TRAb %3]
## 5G330| E 5 79 1|E5079 U S HIRARITUA ICSA ICSA islet cell surface antibody
## 5G335| E 5 80 1|E5080 U SRR E A ICA ICA islet cell antibody
## 5G336| E 5 81 1|E5081 WS R SRS CF-ICA CF-ICA islet cell antibody, complement fixing
## 5G340| E 5 82 1|E5082 TLGADH A T EERR R EEEE SRR HIGADH IR anti glutamic acid decarboxylase antibodies
## 5G342| E 5 83 1/E5083 UIA-28714K ICAS 124K HUA-25U4K anti IA-2/ICA512 antibody
## E 5 84 1|E5084 EEEH NS> AR—49—8(ZnT8) itk anti Zn transporter 8 antibody
## 5G350| E 5 85 1|E5085 LT EBARITUR JUFEAT A anti pituitary cell antibodies
## 5G351| E 5 86 1|E5086 1T AR E A 1T B ETUA anti anterior pituitary cell antibody
E 5 87 1|E5087 LT BB A (VIR - BTEE) anti anterior pituitary cell antibody
E 5 88 1|E5088 1T BAHRETUA  (VFIRET - ) anti anterior pituitary cell antibody
E 5 89 1|E5089 LT BB AR (VPR - BTEE) anti anterior pituitary cell antibody
E 5 90 1|E5090 U F EAHRETUA (VIR - ) anti anterior pituitary cell antibody
## 5G352| E 5 91 1|E5091 71T AR SEHRRBAR A i T AR SRR AR LA anti anterior pituitary cell surface membrane antibody
## 5G355| E 5 92 1|E5092 FIGHHTA GHHUA anti GH antibody
E 5 93 1/E5093 4 > AU A > RUATUR insulin autoantibody
## 5G361| E 5 94 1|E5094 4 > AUSAUA 19G A > RUSAAAR-1gG insulin autoantibody IgG
## 5G363| E 5 95 1|E5095 4 > AU AA IgM A > AU AR-IgM insulin autoantibody IgM
## 5G370| E 5 96 1|E5096 A > AUSATUA kK A > RS ATUAR-K insulin autoantibody kappa chain
## 5G371| E 5 97 1|E5097 LA AR A A > RUATUR-A insulin autoantibody lambda chain
## 5G380| E 5 98 1|E5098 AR TG— ik A > U LTk anti insulin receptor antibody
## 5G385| E 5 99 1|E5099 M7EFINILETI—EETUR M7 EFIN AL ETI—k anti acetylcholine receptor binding antibody
## E 5 | 100 1|E5100 A7EFIN UL ETF—FRLIEHA anti acetylcholine receptor blocking antibody
## E 5 | 101 1/E5101 MR FOS >+ -k HIMUSKHUA anti muscle-specific tyrosine kinase antibody
## 5G395| E 5 | 102 1|E5102 U SR I ERHUA TURETUA anti epidermal antibody
E | 5 [103 1|E5103 o4 RGNS
E | 5 [104 1|E5104 BERERTTA
## 5G396| E 5 [ 105 1|E5105 N7 AT LAY 1R T AET LA~ 15k anti desmoglein 1 antibody
## 5G397| E 5 | 106 1|E5106 AT AE) LA >34k T AET LA > 35Uk anti desmoglein 3 antibody
## 5G398| E 5 | 107 1|E5107 7LBP180%4k iiBP180%14A& anti BP180 antibody
## 5G400| E 5 | 108 1|E5108 gk METUS AR anti myelin sheath antibody
E | 5 [109] 1]|E5109 Atk 19G
E 5 | 110 1/E5110 ik IgA
E 5 111 1|E5111 gk IgM
## 5G410| E 5 | 112 1|E5112 STUA-YIER MBP STUSAR-WIER myelin basic protein
## 5G413| E 5 [ 113 1/E5113 nJYy MIU7S AR anti gliadine antibody
## 5G415| E 5 | 114 1|E5114 TR SR E A FILFIUAUR A EA= TN anti reticuline antibody
## 5G420| E 5 | 115 1|E5115 FURERA R EARTUA HIGBMEUA L SRERAR R R A anti glomerular basement membrane antibody
## 5G425| E 5 | 116 1|E5116 FUR TR U FRUA anti brush border antibody
## 5G430| E 5 | 117 1|E5117 LI BS54SR 1 o % 1. anti collagen type 2 antibody
## 5G440| E 5 | 118 1|E5118 TUE TR s TR anti spermatozoa antibody
## 5G441| E 5 | 119 1/E5119 BT HUA-19G s FHUA-1gG anti spermatozoa antibody IgG
## 5G442| E 5 | 120 1|E5120 BT HUA-IgA Ut FHUA-IgA anti spermatozoa antibody IgA
## 5G443| E 5 | 121 1|E5121 BT IA-IgM Ui FHA-IgM anti spermatozoa antibody IgM
## 5G450| E 5 | 122 1|E5122 TUIREAR EREUA anti ovary antibody
## 5G460| E 5 |123 1|E5123 TUABE TR AR EH A anti choledochus antibody
## 5G465| E 5 | 124 1|E5124 TMEHAB B A MEHIBEEHUA anti gall canaliculi antibody
## 5G470| E 5 [ 125 1/E5125 NI 7 )3 AR N7 ) AR anti guanosine antibody
E 5 | 126 0|E5126 W=TA7>FIATI5>h W=TR7>FIATI5b lupus anticoagulant Bl
## 5G501| E 5 [ 127 0|E5127 W=TZA7>FIA7) 5> MFHIRSYEIIE S REE) W=TZR7>FIA7I 5> NEIRSY I LS RE) lupus anticoagulant (diluted Russell's viper venom time test) B
## 5G502| E 5 | 128 0/E5128 W=TA7>FIT79 5> NUVBEEDIE) W=TR7>FIA7I5> MU BEEDALE) lupus anticoagulant (phospholipid neutralization test) B2
## 5G504| E 5 [ 129 1|E5129 MALSAVESD2JYITOTA> 1 BEETUR AL SAVESb25YITOTA> 1 BERTUR anti cardiolipin-beta2 glycoprotein 1 complex antibody
## 5G508| E 5 | 130 1|E5130 AN SAVE A A 196G AN SAVE S Hdk-19G anti cardiolipin antibody IgG
## 5G509| E 5 | 131 1/E5131 AL SAVESAUE IgA DIV SAVE S R-1gA anti cardiolipin antibody IgA
## 5G510| E 5 | 132 1|E5132 AN SAVE A IgM AN SAVE SHidk-IgM anti cardiolipin antibody IgM
## 5G511| E 5 | 133 1|E5133 FURRIPF I ISR AR TP F IV VAR anti phosphatidylcholine antibody
## 5G512| E 5 | 134 1|E5134 FURRIPFIINIH I SZAUR MARZRIPFIINIH )=V TEATUR anti phosphatidylethanolamine antibody
## 5G513| E 5 | 135 1|E5135 FURRIPF U AR AR TP F I U AUAR anti phosphatidylserine antibody
## 5G514| E 5 | 136 1|E5136 FURRIPF A IS h=IATUE MARZRITFIIA IS b=tk anti phosphatidylinositol antibody
## 5G520| E 5 | 137 1|E5137 L) R ) viRd LA anti platelet antibody
## 5G525| E 5 | 138 1|E5138 /) \MRZEREIGG M) \ViRBSEIgG M/)MRZREIGG platelet associated IgG
## 5G527| E 5 | 139 1|E5139 V) \MRZREIGM /) \REREIGM platelet associated IgM
## 5G530| E 5 | 140 1|E5140 MVMREE4EF-N U A SRR HITHi4k-1gG,IgM,IgA MVMREE4RF-N/ (U B EASIA-1gG,IgM, IgA platelet factor4-heparin complex antibody
## 5G531| E 5 [ 141 1|E5141 M/MREEARF - USSR 19G HITHiA-1gG /MREEARF - (S AEEAIIE-IgG platelet factor4-heparin complex antibody 1gG
## 5G535| E 5 | 142 1|E5142 1> ) GRduk FIU>) CERITUR anti lymphocyte antibody
## 5G540| E 5 |143 1|E5143 FUEBRIERITUAR FUFPERT A FIFBRIER AR anti granulocyte antibody
## 5G550| E 5 | 144 1|E5144 TP ERHRRR B A ANCA ANCA anti neutrophil cytoplasmic antibody
## 5G551| E 5 | 145 1|E5145 T IR E T 071 F — 35K PR3-ANCA C-ANCA anti proteinase-3 antibody
## 5G552| E 5 | 146 1|E5146 T PERMRESIORI AT S —CHk MPO-ANCA P-ANCA anti myeloperoxidase antibody
## 5G555| E 5 | 147 1|E5147 T/ BRA 70V - LK AT/ B0V - Lk anti liver/kidney microsome antibody
## 5G560| E 5 | 148 1|E5148 U HARR AR A LMAb BT HAB R A anti liver membrane antibody
## 5G565| E 5 | 149 1|E5149 ILSPHLAA FAPEREOTUA FLLSPHUA anti liver specific lipoprotein antibody
## 5G570| E 5 | 150 1|E5150 AR B AR A BRRZ A anti cerebral cortex antibody
## 5G575| E 5 | 151 1|E5151 MZ1-0>45uUk i—1—-0> 4k anti neuronal antibody
## 5G580| E 5 | 152 1|E5152 AR AR TR AR AR UA anti neuronal nuclear antibody
## 5G585| E 5 [ 153 1|E5153 AL+ THfaR RT3 > THERRUA anti Purkinje cell antibody
## 5G610| E 5 | 154 1|E5154 SIAEER ClqEEE SeEAEER-C1qEIRE immune complex, C1q solid phase assay
## 5G615| E 5 | 155 1|E5155 SEEER Clahuls RIEEER-CLahURE immune complex, C1q antibody solid phase assay
## 5G620| E 5 | 156 1|E5156 TIEER CITURE AT ER-C3TURE immune complex, C3 antibody solid phase assay
## 5G625| E 5 | 157 1|E5157 SEEER C3diuRE RIFEER-CIdTURE immune complex, C3d antibody solid phase assay
## 5G630| E 5 | 158 1|E5158 FIEEER Raji celliE SeBAEE1R-Raji Cell immune complex, Raji cell assay
## 5G635| E 5 | 159 1|E5159 E/90-HIRFEEREEEHE E/J0-FIRFFEERBEEER immune complex, mouse monoclonal IgG rheumatoid factor assay
## 5G700| E 5 | 160 1|E5160 SEESRaEILEE ICSC SeEAEERABILEE immune complex solubilization activity
## 5G750| E 5 | 161 1/E5161 Donath-Landsteinersiti& RF =252 RRHAF —FniAMRER Donath-Landsteinerzt& cold hemolysin
## 5G800| E 5 162 1|E5162 MAGECHik MAGEZHUA anti MAG antibody
## 5G801| E 5 | 163 1|E5163 GM1BCHik GM1BCHUA anti GM1 antibody
## 5G802| E 5 | 164 1|E5164 2N I7F RESHUR 2 IrFRESHUA anti sulfatides antibody
E 5 | 165 1|E5165 A I7FRECSHUA 1gG anti sulfatides antibody IgG
E 5 | 166 1|E5166 2 I7F RESHUA IgM anti sulfatides antibody IgM
## 5G803| E 5 | 167 1|E5167 MGM 134k 1gG GM1314KIgG anti GM1 antibody IgG
## 5G804| E 5 168 1|E5168 IGM 114k IgM GM1H4KIgM anti GM1 antibody IgM
##| |5G806] E | 5 | 169] 1|E5169 AGQIbHifE 19G AGQ 1 biAtkigG anti GQ1b antibody 1gG
## 5G810| E 5 170 1|E5170 RIECHUA RIE2HUA Ri antibody
## 5G811| E 5 171 1|E5171 HuBCHik HUBSH A Hu antibody
## 5G812| E 5 172 1|E5172 YoE2HuAk YOECHUA Yo antibody
## 5G820| E 5 [ 173 1|E5173 HINIZV LTS -k IV RBHE SR glutamate receptor antibody
## 5G821| E 5 | 174 1|E5174 MT7ITRI> AR FTITRIZAGUA anti aquaporin 4 antibody
## E
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##| |51 E| 6 E6 ST HIRE/ M RIARE
## 51010 | E 6 1 1|E6001 > )3 U>)\5 lymphocyte stimulation test, PHA
## 51011 | E 6 2 1|E6002 > ) (3 U>)\H lymphocyte stimulation test, Con-A
## 51012 | E 6 3 1|E6003 > )3 U>)\5 lymphocyte stimulation test, PWM
## 51013 | E 6 4 1|E6004 > ) (3 U>)\H lymphocyte stimulation test, Sac
## 51014 | E 6 5 1/E6005 > )3 LST U ERRBREHER - (A) lymphocyte stimulation test, drug
## 51020 | E 6 6 1|E6006 THAERS - BHIFEE R THHRR - BHRFEE K T and B lymphocyte subpopulation
E 6 7 1|E6007 THERD T lymphocyte
E 6 8 1/E6008 Bifffg B lymphocyte
## 51021 | E 6 9 1|E6009 Bififa&m &/ 07> IgG BififaRm-1gG B cell surface-immunoglobulin, IgG
## 51022 | E 6 10 1/E6010 BififaRmE 5%/ 07> IgA BHfFEZRME-IgA B cell surface-immunoglobulin, IgA
## 51023 | E 6 11 1|E6011 BififaRm &/ 07> IgM BififaRmE-IgM B cell surface-immunoglobulin, IgM
## 51024 | E 6 12 1/E6012 BififazRm e/ 0JY> 1gD BififgZ&Rm-IgD B cell surface-immunoglobulin, IgD
## 51025 | E 6 13 1|E6013 BififaRmE &/ 07> kil BHfiFRZRME-K B cell surface-immunoglobulin, kappa chain
## 51026 | E 6 14 1|E6014 BifRRmEEI 0T Al BHEABZRE-A B cell surface-immunoglobulin, lambda chain
## 51027 | E 6 15 1|E6015 Bififa&RmE &/ 07> #lgs Bififg&m &I 07> BififaRm-1gs B cell surface-immunoglobulin, total
## 51040 | E 6 16 1/E6016 IgG-FCRIGHTHIRBE DR 19G-FcRIZHTHERE(Tg ) 19G-FcRIZ M THIRRE DH T lymphocyte subpopulation defined by IgG fc receptor
## 51041 | E 6 17 1|E6017 IgM-FcRIZIETHIRRE 5 IgM-FcREZHTHARS(Tm ) IgM-FcREZETHIFRE 3K T lymphocyte subpopulation defined by IgM fc receptor
## E | 6 18| 0|E6018 SR PNHEMERIRE B
## E 6 19 0/E6019 U2 )ERY Tty MEE CcD CcD cluster of differentiation (CD) B2
## 51680 | E 6 20 1/E6020 HLA-DR HLA-DR HLA-DR HLA
## 51682 | E 6 21 1|E6021 HLA-DQ HLA-DQ HLA-DQ HLA
## 51684 | E 6 22 1/E6022 HLA-DP HLA-DP HLA-DP HLA
## 51686 | E 6 23 1|E6023 HLA-DQ/DP HLA-DQ/DP HLA-DQ/DP HLA
## E 6 24 1/E6024 HLA-DP/DQ/DR HLA-DR/DQ/DP HLA
## 51690 | E 6 25 1/E6025 JYIRY> JYIRY> glycophorin
## 51691 | E 6 26 1/E6026 TCRd-1 TCRd -1 TCR delta-1
## 51692 | E 6 27 1|E6027 B5 B5 B5
## 51693 | E 6 28 1/E6028 TCR-ab-1 TCR-ab-1 TCR-alpha beta-1
## 51695 | E 6 29 1|E6029 U2 )ERY Tty MERE V> )RS Tty MEE lymphocyte subpopulation
## E 6 30 0/E6030 20—81 bXN—Dtwo-colorBAEICL BFRMEKIRET Ei2zl]
## E 6 31 1|E6031 PNHEFRMERIRE PNH type erythrocyte
## E| 6 32| 0|E6032 J0—491 bXN)—Dthree-colorBHriE(C L BTRMBKIRE B
## 51900 | E 6 33 1/E6033 NK#HHEE natural killer cell
## 51910 | E 6 34 1/E6034 LAKGE M 3 lymphokine-activated killer activity
## 51911 | E 6 35 1|E6035 LAKSEMY, 54 it ] lymphokine-activated killer activity induced
## 51912 | E 6 36 1|E6036 LAKSE M, JE5E LAKSE M IERE lymphokine-activated killer activity non-induced
## 51950 | E 6 37 1|E6037 ADCC CRBC ADCC-CRBC antibody dependent cell mediated cytotoxicity, CRBC
## 51951 | E 6 38 1/|E6038 ADCC Raji cell ADCC-Raji Cell antibody dependent cell mediated cytotoxicity, Raji cell
## 51952 | E 6 39 1|E6039 ADCC Chang Liver cell ADCC-Chang Liver Cell antibody dependent cell mediated cytotoxicity, Chang liver cell
## 51953 | E 6 40 1|E6040 ADCC SRBC ADCC-SRBC antibody dependent cell mediated cytotoxicity, SRBC
## 51970 | E 6 41 1|E6041 IFPIRE R FERERERAE FRIRE R neutrophil phagocytosis
## 51990 | E 6 42 1|E6042 SFPERASEIRE TEMESTREE LR SFPERISERE neutrophil superoxide production
## E
H## 5] E 7 E7 SRFRIRE/ P 1>
## 5010 | E 7 1 1/E7001 IEBIRER T TNF TNF tumor necrosis factor
## 5)011 | E 7 2 1|E7002 FEBIRIER F-a TNF-a TNF-a TNF-alpha
## 5)012 | E 7 3 1/E7003 IEBIESEETF-b TNF-b TNF-b TNF-beta
## 5J015| E 7 4 1|E7004 AAMETNFLETS— 1 AAHEBEERTFL TS 1 AAMETNFLETS— 1 soluble TNF receptor type 1
## 5J016 | E 7 5 1|E7005 AAMETNFLETS— 1T EMEEEERFLETS- 1 AAMETNFLETS -1 soluble TNF receptor type 2
E 7 6 1|E7006 A>5-J10>-a IFN-a 1>9-J10>-a interferon-alpha
## 5J021 | E 7 7 1|E7007 A>4—2J10>-a A >4 =10 ahFUAME 1>4—-J10>-aPF0ffi interferon-alpha neutralizing antibody
## 5)022 | E 7 8 1|E7008 A>%—210>-a2aF0fii A>5—J10>-a2a R FHFUAl 1>5—J10>-a2ah i interferon-alpha 2a neutralizing antibody
## 5J023 | E 7 9 1|E7009 A >4 —2J10>-a2bF0ffi 4>%—J10>-a2b AN A 1>%—J10>-a2b 01 interferon-alpha 2b neutralizing antibody
E 7 10 1|E7010 A>5-2J10>-b IFN-b 1>4-J10>-b interferon-beta
## 5J041 | E 7 11 1|E7011 A>4—2J10>-b M A>4—-J10>-b PAIUALR A>5—-J10>-b AN interferon-beta neutralizing antibody
E 7 12 1|E7012 1>4-J10>-g IFN-g {>4-J10>-g interferon-gamma
## 5J051 | E 7 13 1|E7013 A>4—2J10>-g FAME 1>4—J10>-g PHHUALR 1>4-J10>-g AN interferon-gamma neutralizing antibody
## 5)052 | E 7 14 1|E7014 A1>49—J10>-g EERE A>5-J10>-g FEERE interferon-gamma productivity
## 5J060 | E 7 15 1|E7015 A25-04F>-1 IL-1 A>59-04F>-1 interleukin-1
## 5061 | E 7 16 1|E7016 A>5-04%>-1a IL-1a 1>5-04%>-1a interleukin-1 alpha
## 5)062 | E 7 17 1|E7017 1>5-04%>-1b IL-1b 1>59-04%>-1b interleukin-1 beta
## 5J065 | E 7 18 1|E7018 A29—014F>-1LETH-7>HTZZN IL-1RA -0 F>-1LETH-7H9TZAN interrleukin-1 receptor antagonist
## 5)070 | E 7 19 1|E7019 A2H-04%>-2 A>59-04F>-2 interleukin-2
## 5)072 | E 7 20 1|E7020 A>5-04%>-2, F8 A>9—-04F>-2:51 interleukin-2, induced
## 5J073 | E 7 21 1|E7021 A29-04%>-2, 36558 A>5-04F>-2: interleukin-2, non-induced
## 5)075| E 7 22 1|E7022 A2 —-04F>-2FEERE IL-2EE4%RE A5 -04F-2FE4RE interleukin-2 productivity
## 51077 | E 7 23 1|E7023 A29—-04F>-2RIGHER IL-2REERER A2 -04F>-2RIGHER interleukin-2 reactivity
## 51090 | E 7 24 1|E7024 A>9-01F>-2LET5— IL-2LE7%9— 1>9—-04F>-2L T4~ interleukin-2 receptor
## 5J095 | E 7 25 1|E7025 AAMA S -04F>-2L 79— AAMIL-2L TS — A > -04F>-2L 79— soluble interleukin-2 receptor
## 5J100 | E 7 26 1|E7026 A>5-04%>-3 IL-3 A>5-04%>-3 interleukin-3
## 5J105| E 7 27 1|E7027 A25-04%>-4 IL-4 A>59-04%>-4 interleukin-4
## 5)110 | E 7 28 1|E7028 A>5-04%>-5 IL-5 1>5-04%>-5 interleukin-5
## 5J130 | E 7 29 1/E7029 A29-04%>-6 IL-6 A>59-04%>-6 interleukin-6
## 5J132 | E 7 30 1|E7030 AAHEA > —04F>-6L 2 T9— AAHEIL-6L TS~ A > —-04F > -6L TS5~ soluble interleukin-6 receptor
## 5)135| E 7 31 1/E7031 A2H-04%>-7 IL-7 A>59-04%>-7 interleukin-7
## 5)140 | E 7 32 1|E7032 A>5-04%>-8 IL-8 1>5-04%>-8 interleukin-8
## 5J150 | E 7 33 1/E7033 1>5-04%>-10 IL-10 1>59-04%>-10 interleukin-10
## 5J155| E 7 34 1|E7034 A25-04%>-11 IL-11 A>5-04F>-11 interleukin-11
## 5]160 | E 7 35 1|E7035 A>5-04%>-12 IL-12 A>59-04F>-12 interleukin-12
## 5)165 | E 7 36 1|E7036 A>5-04%>-13 I-13 1>5-04F>-13 interleukin-13
## 5J201 | E 7 37 1|E7037 FEAERI0=—FIEF G-CSF CSF-G granulocyte-colony stimulating factor
## 5J202 | E 7 38 1|E7038 /07— I0=-FIBRF M-CSF CSF-M macrophage-colony stimulating factor
## 5J203 | E 7 39 1|E7039 FAAER- /07— S0 FIBR T GM-CSF CSF-GM granulocyte macrophage-colony stimulating factor
## 5J205| E 7 40 1|E7040 SRR T SCF SCF stem cell factor
## 5]207 | E 7 41 1|E7041 AEEKIT SKIT AEHEKIT soluble KIT
## 5J210 | E 7 42 1|E7042 TGF-a TGF-a transforming growth factor-alpha
## 5211 | E 7 43 1|E7043 TGF-b TGF-b transforming growth factor-beta
## 5)212 | E 7 44 1|E7044 TGF-b1 TGF-b1 transforming growth factor-betal
## 5]220 | E 7 45 1|E7045 MIP-1a macrophage inflammatory protein-1 alpha
## 5J221 | E 7 46 1|E7046 MIP-1b macrophage inflammatory protein-1 beta
## 5)225| E 7 47 1|E7047 RANTES RANTES RANTES
## 5)228 | E 7 48 1|E7048 ERTARC ERTARC thymus and activation-regulated chemokine
## 5J230 | E 7 49 1|E7049 BIRE(CEER-1 MCP-1 BIRE(CEER-1 monocyte chemotactic protein-1
## 5)240 | E 7 50 1|E7050 B YR A F LIF EIFI0HIEF leukemia inhibitory factor
## E 7 51 1|E7051 FAAIEIER T PIGF placenta growth factor
## 5)403 | E 7 52 1|E7052 Bl EECD3FUR sCD3 BIEHECD3NR soluble CD3 antigen
## 5]404 | E 7 53 1|E7053 ECD4HUR sCD4 AEHECDATTR soluble CD4 antigen
## 5)408 | E 7 54 1|E7054 £CD8HUR sCD8 BIEHECDSHR soluble CD8 antigen
## 5)414 | E 7 55 1|E7055 £CD1441R sCD14 AEHECD145TR soluble CD14 antigen
## 5)423 | E 7 56 1|E7056 £CD234E aliEHEFce R2 BIEMECD235UR soluble CD23 antigen
## 5)425| E 7 57 1|E7057 £CD25H1R sCD25 AEECD255UR soluble CD25 antigen
## 5)431 | E 7 58 1|E7058 4PECAM-1 BIEHEPECAM-1 soluble platelet endothelial cell adhesion molecule-1
## 5)444 | E 7 59 1|E7059 £CD44HTR sCD44 AEECD44TR soluble CD44 antigen
## 5)446 | E 7 60 1|E7060 £CD46HUR BIEEMCP BIEHECDA6HUR soluble CD46 antigen
## 5)454 | E 7 61 1|E7061 FICAM-1 AEHEICAM-1 soluble intercellular adhesion molecule-1 (ICAM-1)
## 5)462 | E 7 62 1|E7062 4ELAM-1 BIEHELAM-1 soluble endothelial leukocyte adhesion molecule-1 (ELAM-1)
## 5)463 | E 7 63 1|E7063 4£GMP-140 sGMP-140 AEEGMP-140 soluble granule membrane protein-140 (GMP-140)
## 5)464 | E 7 64 1/E7064 $LECAM-1 SLECAM-1 BIEMELECAM-1 soluble leukocyte endothelial cell adhesion molecule-1 (LECAM-1)
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## 5495 | E 7 65 1|E7065 ttFasii/R sFas ALEMEFasilR soluble Fas antigen
## 5]506 | E 7 66 1|E7066 4VCAM-1 AEEVCAM-1 soluble vascular cell adhesion molecule-1 (VCAM-1)
## E 7 67 1|E7067 alEMEFItL soluble fms-like tyrosine kinase-1 (FIt1)
## 5K010| E 7 68 1|E7068 HLA HLA HLA
## 5K015| E 7 69 1|E7069 ali&HLAclass 1 HUER BliEMEHLAclass I HiE soluble HLA class I antigen
## 5K020| E 7 70 1|E7070 HLA-A, B, C Locus Class I HLA-A, B, C Locus HLA-A, B, C locus
## 5K060| E 7 71 1|E7071 HLA-DR, DQ Locus Class I HLA-DR, DQ Locus HLA-DR, DQ locus
## 5K065| E 7 72 1|E7072 HLA-DR Locus HLA-DR Locus HLA-DR locus
## 5K110| E 7 73 1|E7073 HLA-B27 HLA-B27 HLA-B27
## 5K116| E 7 74 1|E7074 HLA-A Locus HLA-A Locus HLA-A locus
## 5K117| E 7 75 1|E7075 HLA-B Locus HLA-B Locus HLA-B locus
## 5K118| E 7 76 1|E7076 HLA-C Locus HLA-C Locus HLA-C locus
## 5K120| E 7 77 1|E7077 HLA-DRB1 HLA-DRB1 HLA-DRB1
## 5K121| E 7 78 1|E7078 HLA-DPB1 HLA-DPB1 HLA-DPB1
## 5K129| E 7 79 1|E7079 HLA-DQA1 HLA-DQA1 HLA-DQA1
## 5K130| E 7 80 1|E7080 HLA-DQB1 HLA-DQB1 HLA-DQB1
## 5K160| E 7 81 1|E7081 UV BRESIEE MLC UV )BRREIEE mixed lymphocyte culture
## 5K210| E 7 82 1|E7082 U ) ERZE EA AR U\ BR3ZE BAHER lymphocyte cross-matching
## 5L501| E 7 83 1|E7083 CTL YA hXAHOYAILA(HLA-A*0201) CTL Y4 MXAOY1/ILA(HLA-A*0201)
## 5L502| E 7 84 1|E7084 CTL YA RXHOVAILA(HLA-A*2402) CTL Y4 hAAOVAILZA(HLA-A*2402)
##
## E|9 E9 RAEFIIRE/EEE
## 5A050| E 9 1 9|E9001 19GHII5X IgGHTI5A 19G subclasses JERIL
## 5A070| E 9 2 9|E9002 1gABTI52 IgAY )52 IgA subclasses JXRIY
## E|9 3] 9[E9003 e 8EK /1 tE JCRIL
## 5C075| E 9 4 9|E9004 APRZJ7 APRZJ7 acute phase reactants score JXRIY
## E 9 5 9|E9005 EUS U538 JERIL EUS U 53
E 9 6 9|E9006 HissDNAJIR HisSDNAFUR anti single stranded DNA antibody JXRIY
E 9 7 9|E9007 HLA HLA HLA JERIL
## [K K K SRR HIRE
##| |[5H K| 1 K1 RRMBFANRE
## 5H010| K 1 1 1/K1001 MRE-ABOR IMRE-ABOTY blood groups. ABO type
## 5HO11| K 1 2 1/K1002 MRA-ABORFERL MRH-ABOREERY blood groups. ABO subtype
## 5H015| K 1 3 1/K1003 ABOMREL B EHEILIS B TR a-D-N-PEFINASFINZIZNISVRATIS—E, a-D-A59hIVh52AT15—F |a-D-N Acetylgalactosaminyltrasferase activity , a—D-galactosyltransferase activity
K| 1 4 1|K1004 ABOIMRE B EHEEISEE SR ANSVRTTT—UiEN
K1 5 1|K1005 ABOIMRE B EMEIISESR BV RI15—UiENE
## 5H020| K 1 6 1/K1006 M&AL-Rh(D)EF M&AL-Rh(D)EF blood groups. Rho(D) factor
## 5H025| K 1 7 1/K1007 MR -Rh-HrRl IMRES-Rh-Hrl blood groups. Rh-Hr type
## 5H030| K 1 8 1/K1008 MR -RBSIEIRRER MRE- B IEIRERER hemolytic disease of newborn screen
## 5H040| K 1 9 1/K1009 MRE-MNT MMRE-MNT blood groups. MN type
## 5H045| K 1 10 1/K1010 MRAL-SH MRR-SH blood groups. S type
## 5HO050| K 1 11 1/K1011 MREL-LewisTh IMRE-LewisTh blood groups. Lewis type
## 5HO55| K 1 12 1/K1012 IMRAL-Duffy= MRAL-Duffy s blood groups. Duffy type
## 5HO060| K 1 13 1/K1013 1M&REL-Diegozt [MRAE-Diegot blood groups. Diego type
## 5HO065| K 1 14 1|K1014 IMRAL-Kidd= MRHL-KiddzX blood groups. Kidd type
## 5H070| K 1 15 1/K1015 MREL-Kell® IMRE-KellF blood groups. Kell type
## 5HO075| K 1 16 1|K1016 IM&AL-LutheranzX M&H-Lutherankd blood groups. Lutheran type
## 5H080| K 1 17 1/K1017 MRE-PH IMRE-PH blood groups. P type
## 5H085| K 1 18 1/K1018 MARE-XgH MRHL-XgH blood groups. Xg type
## 5H090| K 1 19 1/K1019 MREL-MNSsTh IMREL-MNSsT blood groups. MNSs type
## 5H120| K 1 20 1/K1020 Coombs;iti& J—LAHER CoombsiitEk antiglobulin test
## 5H121| K 1 21 1/K1021 Ei%Coombs:itik B3I — LRI B3#CoombsiitiR direct antiglobulin test
## 5H122| K 1 22 1|K1022 El##Coombsatsk I - LAHER R CoombsitEk indirect antiglobulin test
## 5H130| K 1 23 1/K1023 EJZR3 T4 CoombsitER EIARST1D) = LAHER EJARST1YCoombsiitER monospecific antiglobulin test
K 1 24 1|K1024 A 19CoombsitER 1gG
K 1 25 1/K1025 EJARST19Coombsitik C3b/C3d
K 1 26 1/K1026 EJARST19CoombsitER C3d
K 1 27 1/K1027 EJRR3T1CoombsiitER IgA
K 1 28 1/K1028 EJARY T Coombs;itER IgM
K 1 29 1]K1029 EJARST19CoombsitEl C4
## 5H131| K 1 30 1/K1030 EIEEJARYT1CoombsiRER BIEEJARS T4~ LAHER BIFE /AR T419Coombsitik monospecific direct antiglobulin test
K 1 31 1/K1031 EIEEJ/RR3T1CoombsitER 19G
K 1 32 1/K1032 BEIEE/R 1/Coombs;itgk C3b/C3d
K 1 33 1/K1033 BEEE/ZNRST1Coombsiitik C3d
K 1 34 1/K1034 BEIEEJ/ARYT1CoombsitER IgA
K 1 35 1/K1035 EIFE/RR3T1CoombsiitER IgM
K 1 36 1/K1036 BIFE/Z3T1CoombsiiEk C4
## 5H132| K 1 37 1/K1037 REEJ RS T19CoombsitiR BIEEJRRS 719~ LRGHER EEJ RS 749 Coombsiitk monospecific indirect antiglobulin test
## 5H150| K 1 38 1/K1038 Rt R ERER fRB R E AR RBC antibody identification. elution technique
## 5H160| K 1 39 1/K1039 REEEHER REBETER crossmatching
## 5H170| K 1 40 1/K1040 VMR EEHER MR ZE B S HER platelet crossmatching
## 5H180| K 1 41 1/K1041 ARV A THARRIEH R irregular antibody
##
## |V Vv \'s RRERLEARET
##| |[SE vV i|1 vi BERLEIRE/ BAYEEV/LR) BERE
## 5E005| V 1 1 1/V1001 ACB Antibody-coated bacteria ACB antibody-coated bacteria
## 5E007| V 1 2 1/V1002 A4 B A4 JBEHUA anti-teichoic acid antibody
## 5E010| V 1 3 1/vV1003 Paul-Bunnel&i& Paul-Bunnelf=i& Paul-Bunnel reaction
## 5E011| V. 1 4 0(vi004 DavidsohnIRXGaER DavidsohniRiRHE& Davidsohn absorption test B2
## 5E015| V 1 5 1/V1005 ST MSIRTARUR ST - NORTARHUR Chlamydia trachomatis antigen
## 5E017| V 1 6 0/vV1006 - NSOXFTA AFUA-IgA - NSOXF4 RFA-IgA Chlamydia trachomatis antibody-IgA B CRIEME-
## S5E018| V [ 1 7|__0[vi007 - hS5IXT4 AHE-IgG - F5IXFAAHUA-IgG Chlamydia trachomatis antibody-IgG Bl CRIESE -
## 5E019| V 1 8 0/v1008 D37 NSIXTAAFA-IgM H3IST - NSO TARIUE-IgM Chlamydia trachomatis antibody-IgM B CRIEME-
## 5E021| V 1 9 1/V1009 3 - NSORTA RS 93 - ’NSORTARRES chlamydia trachomatis DNA
## 5E025| V 1 10 1|vV1010 SR 3 SR Chlamydophila psittaci antigen
## 5E027| V 1 11 1/v1011 ik 1gG 93 iiA-19G Chlamydophila psittaci antibody-1gG
## 5E028| V 1 12 1/V1012 Sk IgM 3 igk-IgM Chlamydophila psittaci antibody-IgM
## SE031| V [ 1 13| 0[v1013 ik 19G fifk-19G Chlamydophila pneumoniae antibody-IgG B CRIESE - )
## 5E032| V 1 14 0/vioi4 D3IRI45 Ak IgA iAk-IgA Chlamydophila pneumoniae antibody-IgA B CRIEME-$IE)
## 5E033| V 1 15 1/V1015 J33R745-Z gk IgM fifA-IgM Chlamydophila pneumoniae antibody-IgM
## 5E035| V. 1 16 1|V1016 AN TRIZ>0 ASO antistreptolysin-O
## 5E036| V 1 17 1/V1017 MANThF—¥ ASK antistreptokinase
## 5E037| V. 1 18 1/v1018 RE7IO=5 -t AHD AHD antihyaluronidase
## 5E038| V 1 19 1/vV1019 T AFURIILT—EB #iDNase-B #iDNase-B antideoxyribonuclease-B
## 5E039| V 1 20 1/V1020 AR TR RUBYASA R ASP ASP antistreptococcal polysaccharide
## 5E040| V 1 21 1/v1021 ABFD S EETE IR AB¥D BEETRIR group A-beta streptococci-rapid detection
## 5E042| V 1 22 1|V1022 B ARIRETUR B ABRETUR Streptococcus pneumoniae-specific antigen
## S5E041| V 1 23 1/V1023 fiiZ FAEHUR P AFREF R Streptococcus pneumoniae-specific capsular antigen
## 1 24 1024 B AIREHRR R Streptococcus pneumoniae-specific cell wall antigen
## 5E043| V 1 25 1/V1025 ANETVA AT IS HEGR ANETAIVAAL IV IHbEGUR Haemophilus influenza type b- specific antigen
## 5E044| V 1 26 1|V1026 SHEHUA SHEITTA Gonococcal antibody
## 5E045| V 1 27 1/V1027 METUR HEHUR Gonococcal antigen
## 5E046| V. 1 28 1/vV1028 IVRMZY IR endotoxin
## 5E047| V 1 29 1/V1029 IR (M H5-) IVRMSI(IVRMES D) IVRMSI(MIH5-) endotoxin (Toxicolor)
## 5E048| V 1 30 1/V1030 IVRMI(IVRARS—) IVRRMII(IVRARS—) endotoxin (Endospecie)
## 5E049| V 1 31 1/V1031 IR (ULIVATAR) IVRMSD(YLIVATAR) endotoxin (Limulus test)
## Vv 1 32 1/V1032 WidalRi& (Vi) T-Vi WidalR &
## \ 1 33 1/V1033 Widalzi& (TOHUR) T-0 WidalZi&
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## Vv 1 34 1/V1034 WidalRi& (PAFUR) PA-O WidalZi&
## Vv 1 35 1/V1035 WidalRi&: (PBHUE) PB-O WidalR &
## 5E052| V 1 36 1/V1036 JIL Sk (Abortus) TV SHik(Abortus) brucella abortus antibody ISk
## 5E053| V 1 37 1/V1037 JIVESHuA(Canis) TV SHidk(Canis) brucella canis antibody TEsHuk
## V|1 38] 2|v1038 BEZETA (R BEHZETUE (99F 1K) BEBETA
## V|1 39]  2|v1039 BEZETA (LA BEHZETE (RITHR) BHZEA
## vV]1 40 1|V1040 BEZETA (PTIUE) BEBETA
## V|1 41 1|V1041 BEHZETA (FHATUE) BHZEA
## 5E055| V 1 42 1/V1042 LoARSHUR LS ARSHUR legionella antibody

## 5E056| V 1 43 1/V1043 LSARSHIR LSARSHR legionella antigen

## \ 1 44 1/V1044 JOVRRTHUAR JEUONSRITUR Bartonella antibody

## 5E060| V 1 45 1/V1045 S EGUA S AU tetanus antibody

## 5E062| V 1 46 1/V1046 SIFITHUR STFUPHUR corynebacterium diphtheriae antibody

## V[ 1 47 1/V1047 AYINN45— - EOUfE AJI)N5—-EOUHR helicobacter pylori antibody

## 5E065| V 1 48 1/v1048 A5 —-EOvsik 1gG A5 —-E0VHHE-1gG helicobacter pylori antibody-IgG

## 5E066| V 1 49 1/V1049 AJZ)W45—-EOUHik IgA AJI)N5—-EOUHiA-IgA helicobacter pylori antibody-IgA

## 5E067| V 1 50 1/V1050 AYJ/H45—-EOUFUE IgM AYD\5—-EOVHHE-IgM helicobacter pylori antibody-IgM

## SE068| V | 1 51 1/V1051 AJI)45— - EOUHER AJI)N5—-EOVHR helicobacter pylori antigen

## 5E069| V 1 52 1/V1052 FUTESEHUA FEEE A anti-mycobacteria antibody

## \ 1 53 1/V1053 TS IZEEHTUA anti M. tuberculosis complex antibody

## \ 1 54 1/V1054 FIMACH A HIGPL corediifk, IgA anti MAC antibody

## \ 1 55 1/V1055 HBES BRI HBIMERIG serologic test for syphilis

## 5E071| V 1 56 1/V1056 S MERIG HSAMRE HIZRE STS, slide precipitation test

## 5E072| V. 1 57 1|V1057 HBE5 MRS VDRLZE VDRL#%E STS, VDRL test

## 5E073| V 1 58 1/V1058 MESMERIG SEE SRR STS, reagin agglutination test

## 5E074| V. 1 59 1/V1059 MBS MRS RPRE RPRi%E STS, RPR card test

## Vv 1 60 1/V1060 M IMERIG RPRE (EEE) STS, RPR card test, semiquantitative

## 5E075| V 1 61 0/v1i061 HaE5 RLARR —HUE TPHAK Treponema pallidum antibody B CRIEME-$IE)

## 5E076| V 1 62 1/V1062 #5235 hLRR— Ak 1gG TPHAZ%-I9G Treponema pallidum antibody 1gG 1535 NLURR— I UASD E
## 5E077| V 1 63 1/V1063 H5E5 MR — Uik IgM TPHA%-IgM Treponema pallidum antibody IgM #5835 NLUARR—IFUAD B
## 5E079| V 1 64 0|V1064 #5355 hL R — ik FTA-AB fluorescent treponemal antibody absorption test Eis31]

## 5E080| V 1 65 0/V1065 H8E5 hL AR — 4K FTA-ABSS 35-1gM fluorescent treponemal antibody absorption test-IgM 8B

## 5E086| V 1 66 1/V1066 LT RRESHUR(FREA) LT MRESHUA(RMEA) leptospira interrogans antibody, serovar autumnalis LT RRESHik
## 5E087| V 1 67 1/V1067 LT hRE SHiR(IAEB) LT NAE SHA(REB) Leptospira interrogans antibody, serovar hebdomadis LI RRESHik
## 5E088| V 1 68 1/V1068 LT hRE SHUR(IREC) LT MRESHUA(RMEC) leptospira interrogans antibody, serovar australis LT RRESHik
## 5E089| V 1 69 1/V1069 LT RRESHAR(D1IVIR) LT NAESHA(DAIVIR) leptospira interrogans antibody, serovar icteronemorrhagiae LI RRESHik
## 5E090| V 1 70 1/V1070 LI RRESHUR(H=]-35) LT NRESHUA(HZ0-3) leptospira interrogans antibody, serovar canicola LT RRESHidk
## 5E095| V 1 71 1/V1071 1 LFHIR S1LFHER borrelia burgdorferi antigen

## 5E096| V 1 72 1/V1072 ARLYT - TIVJ RILITUFUE 51 LIEHUR 51 LIEHUR borrelia burgdorferi antibody

## 5E097| V 1 73 1/V1073 ARLYT - TIVJ RILITUHUA 1gG 51 LJEHUA-1gG borrelia burgdorferi antibody-1gG

## 5E098| V 1 74 1|V1074 ARLYT - TIVJ LIV E IgM 51 LJEHA-IgM borrelia burgdorferi antibody-IgM

## 5E105| V 1 75 1/V1075 ERFERIG ERRERIG cold agglutination

## 5E106| V 1 76 1/V1076 RAITSAIUR RAITS5ZIHUR Mycoplasma antibody

## 5E107| V 1 77 1|V1077 RAITSAIHR RAITSXIR mycoplasma antigen

## 5E110| V 1 78 1/V1078 HORNITADL-TAT{A VIR JOZNTAILT AT VIR Clostridium difficile antigen

## 5E112| V 1 79 1/V1079 BREJARMEMESMES TDH BBACTUARMEE S ME vibrio parahaemolyticus thermostable direct hemolysin

## Vv 1 80 1/V1080 ~NOBFR (VI-1) VT-1 NOBFR

## Vv 1 81 1/V1081 (VT-2) VT-2 ~NOBFR

## 5E116| V 1 82 1/V1082 R KEBEOL57HR E. Coli 0157 antigen

## 5E117| V. 1 83 1/V1083 #10157 LPSHitk 1gG #10157 LPSHi44-1gG anti 0157 LPS antibody-IgG

## 5E118| V 1 84 1/V1084 $10157 LPSHifk IgM #10157 LPSHifk-IgM anti 0157 LPS antibody-IgM

## Vv 1 85 1/V1085 Weil-FelixR it (OXKHER) Weil-Felix/R it
## Vv 1 86 1/V1086 Weil-Felix/ R (OX2#1ER) Weil-Felix/ =&
## Vv 1 87 1/V1087 Weil-Felix/Ri& (OX1941&) Weil-Felix/R it
## \ 1 88 1/V1088 YYIH LS EHUR(N—T) TA(h—7) Orientia tsutsugamushi antibody, Karp strain

## 5E122| V 1 89 1/V1089 WYH LT (D—T)-19G AR (h—7)-1gG Orientia tsutsugamushi antibody IgG, Karp strain

## 5E123| V 1 90 1/V1090 YYH LS EHUR(HN—T)-IgM TA(h—7)-IgM Orientia tsutsugamushi antibody IgM, Karp strain

## \ 1 91 1/V1091 YYH LIETUR(DR—) FUR(hh-) Orientia tsutsugamushi antibody, Kato strain

## 5E125| V 1 92 1/V1092 YYHLSEFAAR(N -)-19G A (Hh—)-1gG Orientia tsutsugamushi antibody IgG, Kato strain

## 5E126| V 1 93 1/V1093 YYH LIETUAR(H R—)-IgM AN h—)-IgM Orientia tsutsugamushi antibody IgM, Kato strain

## \ 1 94 1/V1094 YYIHLSIEHUR(FUT L) TUA(FUT L) Orientia tsutsugamushi antibody, Gilliam strain

## 5E128| V 1 95 1/V1095 YYH LIFHTUA(FUT L)-1gG YYHLRITUA(FUT L)-1gG Orientia tsutsugamushi antibody IgG, Gilliam strain

## 5E129| V 1 96 1/V1096 YYH LUK (FUT L)-IgM YYHASFIUR(FIT L)-IgM Orientia tsutsugamushi antibody IgM, Gilliam strain

## \ 1 97 1|V1097 QEMIUA Q fever antibody

## 5E140| V 1 98 1/V1098 HUTNIVHATUR HUTRIVHATUR Cryptococcus antigen

## 5E141| V 1 99 1/V1099 DUT RIVHAIAE HUT R IvHAUE Cryptococcus antibody

## 5E142| V 1 | 100 1/V1100 HOTFR HOSFRER Candida antigen

## 5E143| V 1 | 101 1/V1101 hoSFHUE HoSFHUR Candida antibody

## 5E144| V 1 ] 102 1/V1102 EXNTSZRE EXNTSZRAUE Histoplasma antibody

## v | 1 |103] 1|v1103 EXRTSZREUR (Mycelial)

## Vv 1 104 1/V1104 EXNTSZAA (Yeast)

## 5E145| V 1 [ 105 1/V1105 J32 2HUA JS52NSERHE Blastomyces antibody

## S5E147| V. 1 106 1/V1106 D-75EZh=)L D-75EZh-b D-arabinitol

##| |S5E148| V | 1 | 107| 0|V1107 TARIVFNRGUR TARIVEIZHUR Aspergillus antigen B CRIREAE- HITE)

## 5E146| V 1 | 108 1/v1108 TARIVFIAIE FARIVFI AR Aspergillus antibody

## 5E149| V 1 [ 109 1/V1109 FARIFI AT (flavus) TARILFIZHik(flavus) Aspergillus flavus antibody

## 5E150| V 1 | 110 1/v1110 FARIVFIAGHA(niger) FRRIVFILAHAR(niger) Aspergillus niger antibody

## 5E152| V 1 | 111 1jV1i111 FARIFIL AT (fumigatus) TARIFI AR (fumigatus) Aspergillus fumigatus antibody

##| [5E151] v | 1 [ 112[ 0]v1112 (1-3)-b-DIILH> (1=3)-b -DIILA> (1,3)-beta-D-glucan

## 5E154| V 1 [ 113 0/vi113 NOZRO> - PHEUA NOZARO> - PHETUA Trichosporon asahii antibody

## 5E156| V 1| 114 1|v1114 MFYTSZIAUA 19G MFYTSZRHA-19G Toxoplasma antibody-IgG

## 5E157| V 1 | 115 1/V1115 YIS IgM NYTSZIHR-IgM Toxoplasma antibody-IgM

## 5E158| V 1 | 116 1|vV1116 TR A=)k FRATT A=) R Entamoeba histolytica antibody

## 5E201| V 1 [ 117 1|V1117 FZHF 25Uk 1gG-IgA T=HF514A-1gG-IgA Anisakis larva antibody-1gG-IgA

## 5E205| V 1 [118 1/vV1118 AR RGUA FORERYIA Paragonimus westermani antibody

## 5E210| V. 1 119 1/V1119 ISZTHUR IISZ7HuR Yersinia antibody

## 5E208| V 1 | 120 1/v1120 IS=7 21— RYRILIO-S UK TIISZ7 21— RYNILIO-S 25U Yersinia pseudotuberculosis antibody

## 5E209| V 1 [121 1jV1121 I>Z7-I>F00VF IR IIV>Z7-I>F0IUF R Yersinia enterocolitica antibody

## 5E211| V 1 [122 1|V1122 RFRSHUR NIFRSHUA Trichinella antibody

## 5E212| V 1 [ 123 1/V1123 I143ITHUA T4SUTHUA Filaria antibody

## 5E220| V 1 [124 1|v1124 VST ATATUA IS IAT UK Coccidioides immitis antibody

## 5E225| V 1 [ 125 1/V1125 It/avhRIuUE It /IvHRIUA Echinococcus antibody

## 5E301| V. 1 ]126 0/vii26 AR REARREER > 5 -J10 -y FERE R E AR > 5—-J10>-y interferon-gamma release assay B2l

## Vv A

S5F V|2 V2 SR FRIRE/ VA )V ARRIEIRE

## 5F011| V. 2 1 1/V2001 JOLRDA)LAB 193K JOLRIAILZAB19 parvovirus B19 antibody

## 5F011| V 2 2 0|V2002 JOULRDA)LZB19%Ak 19G parvovirus B19 antibody IgG

## 5F011| V 2 3 0/v2003 JOLRDA)LZAB19%U4A IgM parvovirus B19 antibody IgM

## 5F011| V 2 4 1/V2004 JOLRDA )V ZAB1OZEER parvovirus B19-DNA detection

## 5F015| V 2 5 1/V2005 HBVIi#{=F & HBV genotyping

## 5F015| V 2 6 2|V2006 HBVEZEEAR HBV-DNA detection

## 5F015| V. 2 7 1/V2007 HBVEESTER HBV-DNA quantitation

## 5F015| V 2 8 1/v2008 HBV-DNARUX5— HBV-DNA polymerase

## 5F015| V 2 9 1/V2009 HBV RUZI T T5— HBV polyalbumin receptor

## 5F016| V 2 10 0|v2010 HBsHUR HBs HBs antigen, qualitative

\ 2 11 0|v2011 HBs#itk HBs antibody, qualitative

## 5F016| V 2 12 1/V2012 HBs#if& HBs antibody, quantitative

## 5F017| V 2 13 1/V2013 HBsHRYI917 HBsH 947 HBs antigen subtype

## 5F018| V 2 14 1/V2014 HBVI7EEHR HBcrAg HBc HBV core-related antigen
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## 5F018| V 2 15 1/V2015 HBcHifk HBc antibody, quantitative
## 5F018| V. 2 16 2|vV2016 HBcHitk IgM HBc antibody IgM
## 5F018| V 2 17 1/V2017 HBcHA(200577R) HBc antibody, 200-fold dilution
## 5F019| V. 2 18 1/vV2018 HBeffUR HBe HBe antigen
## 5F019| V 2 19 1/V2019 HBefifk HBe antibody
## 5F025| V. 2 20 1|V2020 HBV-PreS1%8i5 HBUAJLZ-PreS1 HBV-DNA preS1 region
## 5F030| V 2 21 1/V2021 HBV-PreS27ig; HBYAJLZ-PreS2 HBV-DNA preS2 region
## 5F035| V. 2 22 2|V2022 HBV-PreCffigi HBYUAJLZ-PreC HBV-DNA preC region
Vv 2 23 1/vV2023 HBUA)VZ-PreC D1JLADNA (EF4+k) HBYA)LZ-PreC J{JLADNA
\ 2 24 1/V2024 HBYUAJLA-PreC J{JLADNA (ZEEH) HBYA)LZ-PreC D1JLADNA
Vv 2 25 1/V2025 HBYA)LZ-PreC J{JLADNA CR&H! HBYA)LZ-PreC J{JLADNA
## 5F035| V 2 26 1/V2026 HBV-PreCffigi HBV preC region
## 5F037| V 2 27 0/v2027 HBV-PreC/CP3is HBYAJLA-PreC/CP HBV-DNA preC/core promotor region B CAIEE- %)
## 5F040| V. 2 28 9/v2028 HBV-YMDD##!S HBY1JLA-YMDD HBV-DNA YMDD motif (R HBV-YMDD%#!3
Vv 2 29 1/V2029 HBV-YMDD (YMDDZ!) HBV-YMDD#%!
Vv 2 30 1/V2030 HBV-YMDD (YIDDZ!) HBV-YMDD%#!3
Vv 2 31 1/V2031 HBV-YMDD (YVDDZY) HBV-YMDD#%#!
\ 2 32 1|V2032 HBV-YMDD (R&%!) HBV-YMDD%#!3
## 5F100| V 2 33 1/V2033 ENED-RI/ILR HPV JEO-XI1ILR human papilloma virus
## 5F100| V. 2 34 3|V2034 ENED-Y91LZ EE
## 5F101| V 2 35 1/V2035 ENEO-—IOL 2B, BUAYEL JEO-XIMIVR-BURYEL HPV-DNA detection, middle/high-risk group
vV | 2| 36/ 1/V2036 ENEO-YOMILR S1/91THE
V|2 37 1|V2037 EMED-YIMIVR ST/91THIE AL
v | 2| 38 1/v2038 ENEO-YOMIVR S1/91THIE R
V|2 39 1{V2039 EMED-YIMIVR ST/91THIE RT3
vV | 2| 40] 1|v2040 ENEO-—YOMIVR ST/91THIE iR
\ 2 41 1/V2041 EMED-YIIR IS ST /91 THE
V| 2| 42| 1|v2042 ENEO-YO1IVZ BB ST /91 THIE 168
\ 2 43 1/V2043 EMED-YIVR S ST /91 THIE 185
V| 2| 44] 1|V2044 ENEO-YOIVR BB S1/91THE 20
## 5F101| V 2 45 1/V2045 ENED-II/ IV RBEEFE, BURTEL HPV genotyping, middle/high-risk group
## 5F101| V. 2 46 1/V2046 ENED-YI1ILR-BYRIE J4/)LADNA
## 5F102| V 2 47 1/v2047 ENEO-ID1/L ARRESHRLE, (RURYEY JEO-XI1IVZ-RURYEL HPV-DNA detection, low-risk group
## 5F150| V 2 48 1/V2048 PTIIANAHUR adenovirus antigen
## 5F150| V 2 49 1/V2049 77 )91 AIUR adenovirus antibody
## 5F150| V 2 50 1/V2050 TTI)VANAEERE adenovirus-DNA detection
## \ 2 51 1/V2051 TT )V ABIEFE adenovirus genotyping
## 5F151| V 2 52 1/V2052 TTIOANAGUA, 18 77 )94V A18 adenovirus antibody, type 1
## 5F152| V 2 53 1/V2053 77 )OIV ASUE, 28 7T/ 28 adenovirus antibody, type 2
## 5F153| V 2 54 1/V2054 7T IOV AGuE, 38 77 )91V A38 adenovirus antibody, type 3
## 5F154| V 2 55 1/V2055 T7 )OIV ASUE, 48 77914V R4E adenovirus antibody, type 4
## 5F155| V 2 56 1/V2056 7T IO AGuA, 58 77 )91V A58 adenovirus antibody, type 5
## 5F156 | V 2 57 1/V2057 77 )94V ASUE, 68 77914V Z6EL adenovirus antibody, type 6
## 5F157| V 2 58 1/V2058 TTIOANAGUE, 78 77 )91 A78 adenovirus antibody, type 7
## 5F158| V 2 59 1/V2059 77 )14V AHuk, 88 77914V X8R adenovirus antibody, type 8
## 5F161| V 2 60 1/V2060 PTIIANAGUE, 118 77 )94V A118) adenovirus antibody, type 11
## 5F164| V 2 61 1/V2061 TT IV AGUE, 1458 77 /94V X145 adenovirus antibody, type 14
## 5F165| V 2 62 1/V2062 TTIIAVAGUE, 158 77 )94V 158 adenovirus antibody, type 15
## 5F166| V 2 63 1/V2063 77 )1V ASUE, 168 77914V X168 adenovirus antibody, type 16
## 5F169| V 2 64 1/V2064 TTIIANVAGUE, 198 77 )94V 198 adenovirus antibody, type 19
## 5F171| V 2 65 1/V2065 T7 )OI AGUE, 218 77 /94V X218 adenovirus antibody, type 21
## 5F177| V 2 66 1/V2066 TTIIAVRGUE, 378 77 )94V A378L adenovirus antibody, type 37
## 5F180| V 2 67 1/V2067 77 )1 AGUE, 408 77 /914 2408 adenovirus antibody, type 40
## 5F181| V 2 68 1/V2068 PT IR, 418 77 )94V 24184 adenovirus antibody, type 41
## \ 2 69 1/V2069 EHALARZD/ILZATUR HSV antigen
\ 2 70 1/V2070 BIFANAZIAV TR (HSV-1HUF)
\ 2 71 1/V2071 BEHEALAZIAV AR (HSV-2518)
## \ 2 72 1/V2072 BIFEAARZDA N ZSTUA HSV antibody
## v |2 ]| 73] 0]v2073 AL RRD/IVRIUE 19G HSV antibody 1gG A CRIEAE- HITE)
## \ 2 74 0|vV2074 BIREALARZDA )L AR IgM HSV antibody IgM B CRIERE - ¥IE)
## Vv 2 75 1|V2075 BEEAILAZ DA )V ZRESR HSV-DNA detection
## \ 2 76 1|V2076 BEALARZVA N ARESE R HSV-DNA quantitation
## 5F191| V 2 77 1|V2077 BNV ATAE, 182 BHAILARZDAIVALE HSV antibody, type 1
## v | 2| 78] 1|v2078 ERIALAZOARIHE 1gG, 18 HSV antibody IgG, type 1
## \ 2 79 1/V2079 BRIV AR IgM, 18 HSV antibody IgM, type 1
## 5F192| V. 2 80 1/V2080 BEREAILARZDA )V AT UE, 288 BHEAILARZDAJVA2E HSV antibody, type 2
## \ 2 81 1/v2081 BRIV A UE 19G, 28 HSV antibody IgG, type 2
## v | 2 | 82| 1|v2082 EHIALAZOA I RIE IgM, 288 HSV antibody IgM, type 2
## 5F193| V 2 83 1/V2083 7] FIRBZ IR VZV antigen
## 5F193| V. 2 84 1/V2084 IKIE - BRI/ L Rk VZV antibody
## 5F193| V 2 85 0|vV2085 KB - IR U1V A 19G VZV antibody IgG
## 5F193| V. 2 86 0/v2086 gk IgM VZV antibody IgM
## 5F193| V 2 87 1/V2087 KIS - RIS A )L AAGERAR VZV-DNA detection
## \ 2 88 1/V2088 IKE - HIRBE AN ARESE R VZV-DNA guantitation
## 5F194| V 2 89 1/V2089 HAMAOV IV RGUR CMV antigen
##| [5F194] v | 2 [ 9o[ 0[v2090 H4 XA091)LA pp65HUE(C10,C11) CMV pp65 antigen (C10/C11) HR CRIREAE- ¥IE)
## S5F194| VvV [ 2 91 0[v2091 HAMXHOYAIVA pp65HUR(C7HRP) CMV pp65 antigen (C7HRP) B CRAIESE - $IE)
## 5F194| V 2 92 1/V2092 BAMXAOVAINZTUA CMV antibody [
## S5F194| VvV [ 2 93| 0[v2093 B4 MXAOIAIVASUA 1gG CMV antibody IgG Bl CAIESE - )
## 5F194| V 2 94 0|V2094 HAMXAOVAIVZFUA IgM CMV antibody IgM Bl CRIEME-HIE)
## 5F194| V 2 95 1/V2095 HA A0V AEAR CMV-DNA detection
## \ 2 96 1/V2096 HAMAOVARESER CMV-DNA quantitation
## 5F201| V 2 97 1/V2097 EBVHUR EBV antigen
## 5F201| V. 2 98 1/V2098 EBVHifk EBV antibody
##| |5F201] v [ 2 | 99| 1]v2099 EBVHIE IgG EBV antibody IgG
## 5F201| V. 2 | 100 1{V2100 EBV#itk IgM EBV antibody IgM
## 5F201| V 2 | 101 1/v2101 EBV-DNA#&H EBV-DNA detection
## 5F201| V. 2 [ 102 1/V2102 EBV-DNAESR EBV-DNA quantitation
## 5F202| v | 2 [103] o|v2103 EBVi#ifk VCA IgG EBYAJLAVCA EBV VCA antibody, IgG B CRIESE - )
## 5F202| V. 2 | 104 0/v2104 EBV#ifk VCA IgM EBV VCA antibody, IgM B CRIZEAE - ¥I%E)
##| |5F202] v [ 2 | 105] 1|v2105 EBVHiF VCA IgA EBV VCA antibody, IgA [
## 5F203| V. 2 | 106 0/v2106 EBV#i{k EA-DR IgG EBY1JLAHIEA-DR EBV EA-DR antibody, IgG B CRIZERE - ¥I%E)
## 5F203| V 2 | 107 1/v2107 EBV#/i#k EA-DR IgM EBV EA-DR antibody,IgM
## 5F203| V. 2 | 108 1/v2108 EBV#i{k EA-DR IgA EBV EA-DR antibody,IgA
## 5F204| V 2 | 109 1/V2109 EBV4/i#k EBNA EBYAJLAHFLEBNA EBV EBNA antibody
Vv 2 | 110 0/v2110 EBV#ifk EBNA IgG EBV EBNA antibody, IgG B CRIZERE - ¥IE)
## Vv 2 | 111 1/v2111 EBV 04U/~ EBV clonality
## Vv 2 [ 112 1|V2112 EBV-DNA IR3%85 EBV-DNA IR3 region
##| |5F210] v [ 2 | 113]  1]v2113 HHV6¥i4% 19G HHV6 antibody 1gG
## 5F210| V. 2 [ 114 1|v2114 HHV6#UA IgM HHV6 antibody IgM
## 5F210| V 2 | 115 1/v2115 HHV6-DNAR HHV6-DNA detection
## Vv 2 | 116 1|V2116 HHV6-DNAE R HHV6-DNA quantitation
## 5F211| V 2 | 117 1|vV2117 HHV 74k 1gG HHV7 antibody IgG
## 5F211| V. 2 | 118 1|vV2118 HHV 744k IgM HHV?7 antibody IgM
## 5F211| V 2 | 119 1/v2119 HHV7-DNA#&H HHV7-DNA detection
## 5F211| V. 2 | 120 1|V2120 HHV7-DNAE S HHV7-DNA quantitation
## Vv 2 | 121 1/v2121 HHV8-DNA#&H HHV8-DNA detection
## Vv 2 [ 122 1|V2122 HHV8-DNAE R HHV8-DNA quantitation
## 5F251| V 2 [ 123 1/v2123 RUADCIVZIUE, 18 RUADAIVZ 1B polio virus antibody, type 1
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## 5F252| V 2 | 124 1|v2124 RUADCIVZIUE, 28 RUADAIVZ2EL polio virus antibody, type 2
## 5F253| V 2 | 125 1|V2125 RUADAIVRGUE, 38 RUADA(IVA3EL polio virus antibody, type 3
## \ 2 | 126 1/V2126 I>TOUVR/5AIIAINABETFE enterovirus/rhinovirus genotyping
## 5F270| V 2 | 127 1|v2127 I>FO91)VAUE, 708! I>7091)L X708 enterovirus antibody, type 70
## 5F271| V 2 | 128 1/v2128 I 7O91)VAYiE, 718 I>7O091)A718 enterovirusantibody, type 71
## 5F282| V. 2 | 129 1|V2129 DJYyF—O1ILRGUE, A28 279vF -1 AA2EL coxsackie virus antibody, type A2
## 5F283| V 2 | 130 1/vV2130 JJYyF -1 L RGuk, AR 279yF D1V AA3EL coxsackie virus antibody, type A3
## 5F284| V. 2 [ 131 1/V2131 DJYyF—O1ILRGUE, A4BY 279vF -1 AA4EL coxsackie virus antibody, type A4
## 5F285| V 2 | 132 1/V2132 JUYyF -1 LGk, ASE 279yF U1V AASE coxsackie virus antibody, type A5
## 5F286| V. 2 [ 133 1/V2133 AJYyF—O1ILRGUE, A6HL 279vF -1 AAGEL coxsackie virus antibody, type A6
## 5F287| V 2 | 134 1|vV2134 JVYyF -1 I RGuk, A7E 29yF D1/ AA7EL coxsackie virus antibody, type A7
## 5F289| V. 2 [ 135 1|V2135 JYyF -1 RGUE, A9RY 279vF -1V AA9EL coxsackie virus antibody, type A9
## 5F290| V 2 | 136 1|V2136 JVY9F—U/ILAGUA, A10EL 279yF—U1/)LAA10E coxsackie virus antibody, type A10
## 5F296 | V. 2 | 137 1|v2137 AJYyF—O1LAUE, A168L 279vF -1 AA16EL coxsackie virus antibody, type A16
## 5F301| V 2 | 138 1/v2138 JUYyF -1 L5k, B1EY 279yF-U1/)LAB1E coxsackie virus antibody, type B1
## 5F302| V. 2 [ 139 1/V2139 JYyF—O1LRGUE, B2AY 279vF -1V AB2EL coxsackie virus antibody, type B2
## 5F303| V 2 | 140 1/V2140 JUYyF -1 LRk, B3R 27Y9yF-91/)LAB3EL coxsackie virus antibody, type B3
## 5F304| V. 2 [ 141 1|vV2141 AJYyF—U1ILRGUHE, B4RL 279vF -1V AB4EL coxsackie virus antibody, type B4
## 5F305| V 2 | 142 1|V2142 JUYyF -1 Rk, BSE 27Y9yF—U1/)LABSEL coxsackie virus antibody, type B5
## 5F306| V. 2 | 143 1/V2143 JYyF—U1LRGUE, B6HL 279vF -1V AB6EL coxsackie virus antibody, type B6
## 5F311| V 2 | 144 1|v2144 II-I1VRGUE, 18 IJ-D1R1E ECHO virus antibody, type 1
##| [5F313] v | 2 [145] 1[v2145 TI-O/RYitk, 38 TI-91VA3E ECHO virus antibody, type 3
## 5F314| V 2 | 146 1/V2146 II-I1VRGUE, 47 II-D1ILR4E ECHO virus antibody, type 4
##| [5F315] v | 2 [147] 1[v2147 TI-O/NRYtk, 58 TI-9{VA5E ECHO virus antibody, type 5
## 5F316| V 2 | 148 1/v2148 II-I1VRHUE, 68 I1-U1ILR6E ECHO virus antibody, type 6
##| [5F317] v | 2 [149] 1[v2149 TI-O/NRYtk, 78 TI-9(VR7E ECHO virus antibody, type 7
## 5F319| V 2 | 150 1/v2150 II-I1VRHuE, 9F II-D1ILR9RE ECHO virus antibody, type 9
## 5F321| V 2 | 151 1/v2151 II-O1VASUA, 1158 II-91)LA118 ECHO virus antibody, type 11
## 5F322| V 2 | 152 1/V2152 II-I1VRGUAE, 128 I1-DU1IR128 ECHO virus antibody, type 12
## 5F323| V 2 | 153 1/v2153 II-D1VA5uA, 138 IJ-91JL 138 ECHO virus antibody, type 13
## 5F324| V 2 | 154 1|vV2154 II-D1VRGUE, 145 I1-DU1LR148 ECHO virus antibody, type 14
## 5F326| V 2 | 155 1/V2155 II-91VA5UA, 165, IJ-91)LA168 ECHO virus antibody, type 16
## 5F327| V 2 | 156 1|V2156 II-I1VRGUE, 175 IJ-D1IR178 ECHO virus antibody, type 17
## 5F328| V 2 | 157 1|V2157 II-91A5uA, 1858 I3-91JL 188 ECHO virus antibody, type 18
## 5F329| V 2 | 158 1/vV2158 II-I1VRGUAE, 198 I1-U1JLR198! ECHO virus antibody, type 19
## 5F331| V 2 | 159 1/V2159 II-D1VAGUA, 2188 II-91)LA218 ECHO virus antibody, type 21
## 5F332| V 2 | 160 1/V2160 II-I1VRGUE, 228 I1-DU1VR228! ECHO virus antibody, type 22
## 5F334| V 2 | 161 1/v2161 II-D1VAGUAE, 2458 II-91)L 248 ECHO virus antibody, type 24
## 5F335| V 2 | 162 1/V2162 II-91RGUAK, 258 I1-DU1JLR258 ECHO virus antibody, type 25
## 5F340| V 2 | 163 1/V2163 II-91LA5uA, 308, I3-91JL 308 ECHO virus antibody, type 30
## Vv 2 | 164 1|V2164 HAUA HA antibody
## \ 2 | 165 1|V2165 HA¥UA 1gG HA antibody IgG
## \ 2 | 166 1|V2166 HA¥UA IgM HA antibody IgM
## \ 2 | 167 1|vV2167 HAVIE(EFH HAV genotyping
## 5F360| V 2 | 168 1/V2168 HCV4UR HCV antibody
## \ 2 | 169 1|V2169 HCV44k(C/NS3/NS4) HCVHi4%, 2nd HCV antibody, 2nd generation assay
## Vv 2 | 170 1|v2170 HCVHI4R(C/NS3/NS4/NS5) HCVHUA, 3rd HCV antibody, 3rd generation assay
## 5F360| V. 2 [171 1|V2171 HCVI7ERE HCV core protein
## 5F360| V 2 |172 1|V2172 HCVHUAEER] HCV serotypic grouping
## 5F360| V. 2 [ 173 1|V2173 HCVIB{F A HCV genotyping
\ 2 | 174 1|v2174 HCVIBZFE (1af)
\ 2 | 175 1|V2175 HCVIBEFHE (1bAY)
\ 2 | 176 1|V2176 HCVIBZFE (2a%)
\ 2 | 177 1|V2177 HCVIB{EFE (2bAY)
\ 2 | 178 1|v2178 HCVIB{LFE! (3af
\ 2 | 179 1|vV2179 HCVIB{EFHE (3bAY)
\ 2 | 180 1]v2180 HCVIBIZFE! (Z0fh)
\ 2 | 181 1/v2181 H C V&
V|2 |18 1]v2182 H C V IiER¥RIHIE-J L —T 154k
vV | 2 |183] 1|v2183 H C Vi E-)—T 24k
## 5F360| V 2 | 184 1/v2184 HCV-RNATEE HCV-RNA quantitation
## 5F360| V. 2 | 185 1/V2185 HCV-RNATSZ 84 HCV-RNA plus-strand
## 5F360| V 2 | 186 1|V2186 HCV-RNAYAFREH HCV-RNA minus-strand
##| [5F361] v | 2 [187] 1[v2187 HCV-E2/NS1(HVR)$8H: HCOA LA (BRI Z5R1E) HC91JLA-E2/NS1(HVR) HCV-RNA E2/NS1 region (hypervariable region)
## 5F362| V 2 | 188 1]v2188 HCV-NS3%8ig; HCY1JLZ-NS3 HCV-RNA NS3 region
## 5F363| V. 2 | 189 1/vV2189 HCV-NS5ARRI HCO1JLA-NS5A HCV-RNA NS5A region
## Vv 2 | 190 1/V2190 HCV-NS5B#als HCV-RNA NS5B region
## 5F364| V. 2 [ 191 1/V2191 HCV-NS3/NS5ARRIS HCY1JLA-NS3/NS5A hepatitis C virus,NS3/NS5A region
## Vv 2 | 192 1/V2192 HDVHiA& HDV antibody
## \ 2 [ 193 1/V2193 HDVi#itk 1gG HDV antibody IgG
## v | 2 [194] 1]v2194 HDVHik 1gM HDV antibody IgM
## Vv 2 [ 195 1|V2195 HDV-RNA#&H HDV-RNA detection
## 5F370| V 2 | 196 1|V2196 ERFFXRIAILR HEDAILR hepatitis E virus
## \ 2 [ 197 1|vV2197 HEV#i4k IgA HEV antibody IgA
## Vv 2 | 198 1/v2198 HEV-RNA&RH HEV-RNA detection
## \ 2 | 199 1/V2199 GBYAIVZ-C AN RBIFE
## \ 2 | 200 1]V2200 GBYAIVZ-C IRtk
## \ 2 | 201 1/V2201 GBUAJLZ-C RNARH GBV-C RNA detection
## \ 2 | 202 1/V2202 GBU1JLA-C RNAEE
## 5F385| V 2 | 203 1/V2203 BB IR EEN SRS Japanese encephalitis virus
V | 2 | 204 1|V2204 BIABR DAV UAR (LK)
V| 2 |205 1|V2205 EAMMRO IV ZGUA (FILLEk2ME)
V | 2 | 206 1|V2206 BARBMKIAIVRGE (JaGArtk)
\ 2 | 207 1/V2207 BABRI/IRTUA (JaGArtk2ME)
## 5F390| V 2 | 208 1/v2208 TR FIIIAIWA dengue virus
## \ 2 | 209 1/V2209 TR dengue virus antigen
## \ 2 | 210 1|vV2210 T AR -k dengue virus antigen & antibody
## \ 2 | 211 1/vV2211 BBV AHUR rubella virus antibody
## \ 2 | 212 0|v2212 BYEOAV AR 19G rubella virus antibody IgG
## \ 2 | 213 0|v2213 BV AR IgM rubella virus antibody IgM
## S5F398| V | 2 | 214 1|v2214 JA5329-¢ J133=9-t viral neuraminidase
## 5F399| V 2 | 215 1|V2215 AZINIHOA TR A-BRL A2INIHIAVAA-BEL influenza A & B virus antigen
## 5F399| V 2 | 216 1|V2216 AV INIHFIAIVZ-RNARRHY AYINIHIA(IVAA-BEL influenza virus-RNA detection
## 5F400| V 2 | 217 1|v2217 A2 INIH IR AR AZINIHIA I AARL influenza A virus antigen
## 5F400| V 2 | 218 1/v2218 A TNIHF I ZUER AR A>NIHIA L RARL influenza A virus antibody
## \ 2 | 219 1|V2219 A2 INIH AV RGuA AR HINL influenza A virus antibody, subtype HIN1
## \ 2 | 220 1/V2220 A2 ITNIH V1V RGA AR H3N2 influenza A virus antibody, subtype H3N2
## 5F410| V 2 | 221 1|V2221 A2 INIH ARGk BEL A2 INISHIA )V ZABEL influenza B virus antibody
## Vv 2 | 222 1|V2222 AT I ZFE BEL 1 influenza B virus antibody, strain 1
## \ 2 | 223 1|V2223 A2 INIH IRk BEL 2 influenza B virus antibody, strain 2
Vv 2 | 224 1|V2224 A2INIY D1V A-BE
## 5F421| V 2 | 225 1|V2225 NSAZTNIAOA VAR 188 NS INISIAIVALEL parainfluenza virus antibody, type 1
## 5F422| V 2 | 226 1|V2226 NSASINITIA VAR 288 IS INIITIANZ2E parainfluenza virus antibody, type 2
## 5F423| V 2 | 227 1|V2227 NSAZINIAO/IL A ik 38 NS INISIA VA3 parainfluenza virus antibody, type 3
## 5F424| V 2 | 228 1/v2228 NSAINIITFIA LAk 48 NSO INIITIANR4ES parainfluenza virus antibody, type 4
## Vv 2 | 229 1|V2229 ERAIZI-EIMIR hMPV human metapneumovirus
## \ 2 | 230 1/V2230 ERASZI-EVAI R hMPV antigen
## 5F430| V 2 | 231 1|V2231 RSUAIZHR RS virus antigen
## 5F430| V 2 | 232 1|V2232 RSV AHidk RS virus antibody
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## 5F431| V 2 | 233 1/V2233 RREIA VAR measles virus antibody
## 5F431| V 2 | 234 0/v2234 FREVAVAFE 1IgG measles virus antibody IgG B CRIEME-$IE)
## 5F431| V 2 | 235 0|v2235 AR ATAR IgM measles virus antibody IgM B CAIEE- $IE)
## 5F431| V 2 | 236 1|V2236 ARV A-RNAIRIH measles virus-RNA detection [
##| [5F432] v | 2 [237] 1[v2237 LY TRIANRIUR mumps virus antibody | |
## 5F432| V 2 | 238 0/v2238 LYTZOAIAHE IgG mumps virus antibody IgG B CRIEME-$IE)
## S5F432| v | 2 [239] 0|v2239 LYTRIA Itk IgM mumps virus antibody IgM B CRAIESE - %)
## 5F432| V 2 | 240 1/V2240 LYTRIA NGB R mumps virus-RNA detection [
## SF450] v | 2 [ 241 0(v2241 HTLV-1§7i4k ATLA HTLV-1 HTLV-1 antibody, qualitative B CRIESE - %)
## 5F451| V. 2 | 242 1|V2242 HTLV-1 gaghfis HTLV-1 GAG HTLV-1 provirus gag region
## 5F452| V 2 | 243 1/V2243 HTLV-1 polf@iis HTLV-1 POL HTLV-1 provirus pol region
## 5F453| V 2 | 244 1|V2244 HTLV-1 envigis HTLV-1 ENV HTLV-1 provirus env region
## 5F454| V 2 | 245 1/V2245 HTLV-1 pxfais HTLV-1 PX HTLV-1 provirus px region
## 5F455| V. 2 | 246 1|V2246 HTLV-17091)LZ HTLV-17094)L& HTLV-1 provirus
v | 2 [247] 1|v2247 HTLV-1 gp68
Vv 2 | 248 1|vV2248 HTLV-1 gp46
Vv 2 | 249 1/V2249 HTLV-1 p53
Vv 2 | 250 1|V2250 HTLV-1 p28
Vv 2 | 251 1|V2251 HTLV-1 p24
Vv 2 | 252 1|V2252 HTLV-1 p19
## Vv 2 | 253 1/V2253 HIV-15i4k HIV-1 HIV-1 antibody
## 5F501| V 2 | 254 1|V2254 HIV-1 core HIV-1core HIV-1 core
## 5F502| V 2 | 255 1|V2255 HIV-1 envelope HIV-lenvelope HIV-1 envelope
## 5F510| V. 2 | 256 1|V2256 HIV-1 p17 HIV-1p17 HIV-1 p17
## 5F512| V 2 | 257 1|V2257 HIV-1 p24 HIV-1p24 HIV-1 p24 HIV-1 HUR
##| |5F515| vV | 2 | 258]  1|v2258 HIV-1 gp41 HIV-1gp41 HIV-1 gp41
##| |5F518] v | 2 [ 259]  1[v2259 HIV-1 gp100 HIV-1gp100 HIV-1 gp100
##| |5F520] V | 2 | 260]  1|V2260 HIV-1 gp120 HIV-1gp120 HIV-1 gp120
v | 2 [261] 1|v2261 HIV-1 gp160
Vv 2 | 262 1|V2262 HIV-1 gp120/160
vV | 2 [ 263] 1|v2263 HIV-1 gp110/120
Vv 2 | 264 1|V2264 HIV-1 p68
\ 2 | 265 1|V2265 HIV-1 p66
Vv 2 | 266 1|V2266 HIV-1 p55
Vv 2 | 267 1|V2267 HIV-1 p52
Vv 2 | 268 1|V2268 HIV-1 p51
Vv 2 | 269 1/V2269 HIV-1 p40
Vv 2 | 270 1|V2270 HIV-1 p34
Vv 2 | 271 1|v2271 HIV-1 p31
Vv 2 | 272 1|V2272 HIV-1 p25
Vv 2 | 273 1|V2273 HIV-1 p24
Vv 2 | 274 1|V2274 HIV-1 p18
vV | 2 [ 275 1|v2275 HIV-1 gp68/66
Vv 2 | 276 1|V2276 HIV-1 p52/51
Vv 2 | 277 1|V2277 HIV-1 p34/31
Vv 2 | 278 1|V2278 HIV-1 p24/25
Vv 2 | 279 1|V2279 HIV-1 p18/17
## 5F530| V. 2 | 280 1|V2280 HIV-17094)L HIV-17094)LA HIV-1 provirus
## Vv 2 | 281 1/v2281 HIV-1 RNAESE HIV-1 RNA guantitation HIV-1 HUR
## 5F550| V. 2 | 282 1|vV2282 HIV-24i4k HIV-2 HIV-2 antibody
Vv | 2 [ 283] 1|v2283 HIV-2 gp160
Vv 2 | 284 1|V2284 HIV-2 gp120/160
vV | 2 | 285 1|v2285 HIV-2 gp110/120
Vv 2 | 286 1|V2286 HIV-2 p68
\ 2 | 287 1/vV2287 HIV-2 p66
Vv 2 | 288 1|v2288 HIV-2 p55
\ 2 | 289 1/v2289 HIV-2 p52
Vv 2 | 290 1|V2290 HIV-2 p51
v | 2 [201] 1|v2291 HIV-2 gp41
Vv 2 [ 292 1|V2292 HIV-2 p40
\ 2 | 293 1/V2293 HIV-2 p34
Vv 2 | 294 1|V2294 HIV-2 p31
\ 2 | 295 1/V2295 HIV-2 p25
Vv 2 | 296 1|V2296 HIV-2 p24
\ 2 | 297 1|V2297 HIV-2 p18
Vv 2 | 298 1|V2298 HIV-2 p17
vV | 2 [299] 1|v2299 HIV-2 gp68/66
Vv 2 | 300 1{V2300 HIV-2 p52/51
\ 2 | 301 1/V2301 HIV-2 p34/31
Vv 2 | 302 1|V2302 HIV-2 p24/25
\ 2 | 303 1/V2303 HIV-2 p18/17
## 5F560| V 2 | 304 0/v2304 HIVHUR - 54k HIV-1+2 HIV antigen & antibody B CRIZEAE - ¥IE)
## \ 2 | 305 1/V2305 LAV ZHUR reovirus antibody
## 5F610| V 2 | 306 1|V2306 09914V 09914 rotavirus
## \ 2 | 307 1/V2307 0991V ZHR rotavirus antigen
## \ 2 | 308 1|V2308 0991V AHuk rotavirus antibody
## 5F620| V 2 | 309 1|V2309 SARSIOFDAINA SARS JO0FDAIR SARS corona virus
## \ 2 | 310 1|v2310 SARSIOF74)LA-RNAIRH SARS corona virus-RNA detection
## 5F630| V 2 | 311 1)v2311 JO9AIVR JO9AIVA norovirus
\ 2 | 312 1{V2312 JO094)LR (genogroup 1)
\ 2 | 313 1/V2313 JO94)VA_(genogroup 2)
## \ 2 | 314 3|v2314 JOVA VAR norovirus antigen
## \ 2 | 315 1|v2315 JO91)VZ-RNARH norovirus-RNA detection
## \ 2 | 316 1|V2316 0994V PTIIANIHUR rotavirus & adenovirus antigen
2 2
) vo REFHIRE/ SRR
## \ 9 1 9|v9001 3. - FSORTRHUA-IgG, IgA Chlamydia trachomatis antibody-1gG, IgA JERIL
## \ 9 2 9/V9002 J33R745-Z1—EZIHuk IgG, IgA Chlamydophila pneumoniae antibody-IgG, IgA J(RIY
## SE0S0| V | 9 3 9|V9003 Widalz & Widalfis Widal reaction JCRIY Widalz &
## \ 9 4 9/v9004 T ESHk IStk Brucella antibody IRV
## 5E054| V 9 5 9|V9005 BHEZETUA BHEZE bordetella antibody JERIL
## 5E085| V 9 6 9/vV9006 LT RRE Sk LTRRESHik leptospira interrogans antibody IRV LT RRE Sk
## 5E115| V 9 7 9/v9007 NOBFR VT AREES Shiga toxin(Vero cytotoxin) JERIL
## 5E120| V. 9 8 9/v9008 Weil-Felix/R it D) TTWIRARIG Weil-Felix/Z it Weil-Felix reaction JXRIY
## 5F035| V 9 9 9|V9009 HBYA)LZ-PreC J{JLADNA JERIL HBYA)LZ-PreC J{JLADNA
V9010 HTLV-1HUA(DIZS> 70y NE)
## M M M M FHIRE
##| [6A M| 1 M1 WEMPENRE/ Rk IRRE
## 6A010| M 1 1 0/M1001 ZHIFR(— AR FHRIFAR(—ARHAE) microscopic examination (common bacteria)
## 6A105| M 1 2 0/M1002 FRHIBIR(ER) ZHIIR(EE) microscopic examination (fungus)
## 6A205| M 1 3 0/M1003 ZHBREE) ZHERIFIRNEE) microscopic examination (mycobacteria)
## 6A206| M 1 4 0/M1004 FRIRIR (NBEEEE) IR (NERERE) microscopic examination (collection of mycobacteria)
## 6A305| M 1 5 0/M1005 BBXILARE BEXI VIR gastroenteric virus
## M
##| |6B M| 2 M2 WEEMPINRE /ISR R ERE
## 6B010| M 2 1 0/M2001 IEERE (—AFHE) TEERE (—HRHIE) culture and identification (common bacteria)
##| |6B020| M | 2 2| 0/M2002 NI5—ERIE HI5-ERIE catalase test
## 6B050| M 2 3 0/M2003 MRSAEE AFIV M EET ROKEEE MRSAREIE MRSA identification
## 6B051| M 2 4 0/M2004 MRSAJ7)5—CRIBIHIE XFIVULMHEEET ROBKEI7) 5 CRBIHIE MRSAJ74 5—CRIBIHIE coagulase typing of MRSA
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6B052| M 2 5 0|M2005 MRSAI> 7O UEL - BIBIHE XFIUMMHEEET ROBKE L TOMS VEE - RBHE [MRSATSTOMSVES - BIBIHIE enterotoxin productivity & typing of MRSA
6B053| M 2 6 0|M2006 MRSAT7—SRIBIHIE AFIUMEEET RORE T - SRBIHE MRSAT7—SRIBIHIE phage typing of MRSA
6B054| M 2 7 0/M2007 MRSA TSST-15FRELRE AFIVUS M S ET ROBKETSST- 15 R LR MRSA TSST-155RELRE toxic shock syndrome toxin-1 productivity of MRSA
6B055| M | 2 8| 0/M2008 MRSAJS, AFIVIMEEET ROBRE TSR MRSATS5AIR plasmid DNA of MRSA
6B056| M 2 9 0/M2009 BHEIRIBRERZVUHESER2(PBP2) HEITRIBKERZIUUEEEH2(PBP2) Staphylococcus aureus penicillin-binding protein 2"
6B070| M 2 10 0/M2010 ABEBER (Y S LB HERE) ABESER (V5 LB MHERE) group A streptococci (gram positive streptococci)
6B072| M 2 11 0/M2011 BREAER BEEBEE group B streptococci
6B075| M 2 12 0|M2012 FAIRE BABRE Streptococcus pneumoniae
6B080| M 2 13 0/M2013 BEIRAE (Y S ARRHEEKE) BEIERE (TS LIRMERE) Neisseria meningitides or meningococcus (gram negative streptococci)
6B085| M | 2 14| 0[|M2014 YILERSRAERE HILERSEIERE salmonella identification
6B090| M 2 15 0/|M2015 1> TWIHE(bEY) 12INIPHE(bE) Haemophilus influenzae (type b)
6B091| M 2 16 0|M2016 A2 INIHE (R Haemophilus influenzae (non-typable)
6B105| M 2 17 0|M2017 EEREER) culture and identification (fungus)
6B205| M 2 18 0/M2018 SRBES viable counts
6B305| M 2 19 0/M2019 MESEISE mycobacteria culture
6B320| M 2 20 0|M2020 MEBERE(FAT7S>TAN mycobacteria identification
6B325| M 2 21 0|M2021 FEZERHUR EIZERHR M. tuberculosis complex-specific antigen
6B355| M 2 22 0|M2022 IEERNMBEREE IEERNBERE nontuberculous mycobacteria identification
6B405| M 2 23 0|M2023 BERE(R1IT5ZI) EERE(X1IT5ZI) culture and identification (mycoplasma)
6B455| M 2 24 0|M2024 15 J3337) EBERE(IIIST) culture and identification (chlamydia)
6B505| M 2 25 0|M2025 b NIEFR) EERE(NIESR) culture and identification (trichomonas)
6B555| M 2 26 0|M2026 BERE(C1-ESAT(R-HUD) 15 Z1-ESAFAR-HUD) culture and identification (Pneumocystis jirovecii)
6B575| M 2 27 0|M2027 b (AYD)N95—-ED0Y) EERE (NS —-E0Y) culture and identification (Helicobacter pylori)
6B605| M | 2 28|  0|M2028 1 E(LTNRES) EERE(LTRRES) culture and identification (leptospira)
6B610| M 2 29 0|M2029 P AR nucleic acid detection (Neisseria gonorrhoeae)
6B615| M 2 30 0/|M2030 EERIE (HE, V5357 - h5OYT4R) nucleic acid detection (Chlamydia trachomatis)
M 2 31 0/M2031 nucleic acid indentification(N. gonorrhoeae, C. trachomatis)
6B611| M 2 32 0/|M2032 HEERE(LSARSHE) nucleic acid detection (legionella)
6B612| M 2 33 0/M2033 T ROBREXF U MHEEE TR ESRITE (A F VUMt & ROBKE) mecA gene detection
6B613| M 2 34 0|M2034 AJIN\9— - EOUREsRE HERIE (AU —-EDY) nucleic acid detection (Helicobacter pylori)
6B614| M 2 35 0/M2035 Z1-ESATAR-DIREERE EERE(Z1—ESATAR-HUD) nucleic acid detection (Pneumocystis jirovecii)
6B616| M 2 36 0|M2036 BERE (Y{1J5XY-Z1—E-I) BERE (X(1J5XY-Z1—E-I) nucleic acid detection (Mycoplasma pneumoniae)
6B619| M 2 37 0|M2037 NESEZ LR E ZEERITE (ESERY) nucleic acid detection (mycobacteria)
6B620| M 2 38 0/M2038 FEEBHEIRE XL TE (FEAEE) nucleic acid detection (M. tuberculosis complex)
6B621| M 2 39 0/M2039 RAIFIIL-TEDL/AZ RSV S—(MAC) KBS IR ZEERIE GFERNEEE) nucleic acid detection (nontuberculous mycobacteria)
6B622| M 2 40 0|M2040 RERERIPE S BB E TR LR E (R ErpoBEIE T ) M. tuberculosis rpoB gene mutation
6B623| M 2 41 0|M2041 fit B EFIRE AEEEIE (R EpNcABIRT) M. tuberculosis pncA gene mutation
M 2 42 0|M2042 FEREBA VTS N EE TR M. tuberculosis katG & inhA gene mutation
M 2 43 0|M2043 FEZERE N ADF /OB E IR M. tuberculosis gyrA gene mutation
M| 2 44| 0/M2044 B Bk EZ AR
6B631| M 2 45 0|M2045 Ak &G ROBKEZBR T nucleic acid detection (Staphylococcus aureus)
6B632| M 2 46 0|M2046 EMERPFRAZ T ROBRESEIR T nucleic acid detection (Staphylococcus epidermidis)
6B633| M 2 47 0|M2047 BMERPER AR E AR nucleic acid detection (Pseudomonas aeruginosa)
6B634| M 2 48 0/M2048 B MRS EREAZ AR nucleic acid detection (Enterococcus faecalis)
6B635| M 2 49 0/M2049 BMERP ARG EAAZ AR nucleic acid detection (Escherichia coli, Enterobacter cloacae, Klebsiella_pneumoniae)
M 2 50 0|M2050 JOULRRS AT SHER T nucleic acid detection (Bartonella henselae)
M 2 51 0/M2051 J93I5-N—RyT 2B nucleic acid detection (Coxiella burnetii)
6B655| M | 2 52| 0|M2052 PRZSr: ] D1VASEE virus isolation
6B705| M 2 53 0|M2053 DANAEE DAVAEE virus identification
6B805| M 2 54 0|M2054 MEFHEERE MEFNEERE serological identification
6B810| M 2 55 0|M2055 ABEBER TR ARHREEITRR) serotyping of group A streptococci
6B815| M 2 56 0|M2056 BEESER AR BEHEEEALR! serotyping of group B streptococci
6B820| M 2 57 0|M2057 HIVERS BRI (P HIVERSILEELR (BBPIHHE) serotyping of salmonella (enterobacteria)
6B825| M 2 58 0(M2058 S SMmERB SHSIERE serotyping of shigella
6B830| M 2 59 0|M2059 BRERBEMEEE FEMEABEMERS serotyping of enteropathogenic E. coli
6B831| M 2 60 0/|M2060 KBEO157EE ABFEO157EE E. coli 0157 identification
6B835| M 2 61 0/M2061 I Z7-1>700UFH0OEER) 7 03YFHORER serotyping of Yersinia enterocolitica
6B840| M 2 62 0|M2062 VIS 1SRARRLR) ILISISHRERLR serotyping (capsule) of klebsiella
6B845| M 2 63 0/M2063 t©5F7ORER TSF7ORER) serotyping of serratia
6B850| M 2 64 0|M2064 ARIEREZEB) ARMEASAZEB serotyping of pseudotuberculosis
6B870| M 2 65 0|M2065 FRIREIORER (J RUMEIFRAEEE) = BB (7 ROMEIFRERR) serotyping of Pseudomonas aeruginosa
6B875| M 2 66 0/|M2066 ISR TUDLEER) ISR OFUDLEER serotyping of flabobacterium
6B890| M 2 67 0|M2067 BBAETUAMBRR(ETUAR]) BBAETUAMBRR(ETUAR) serotyping of Vibrio parahaemolyticus
6B900| M 2 68 0/|M2068 A2 INIYRIZRB(ANETLUR) AV INIHFIRRIR(NET(UR) serotyping (capsule) of Haemophilus influenzae
6B920| M 2 69 0/M2069 MEEARYT)L S 1E BRI (RIEF SIEE) MEEARY LS 1B R (RIHFRIEE) serotyping of Clostridium perferingens
6B940| M 2 70 0/|M2070 LSARSEER) LIARSEER serotyping of legionella
M
6C M| 3 M3 HEEMF HNRE/ AR RE
6C010| M 3 1 0/M3001 TR HRE (—AXHAE) (—REHAE) drug susceptibility test (common bacteria)
6C050| M 3 2 0|M3002 FRIRZHREEBIEER) (BB ER) drug susceptibility test (yeast form fungi)
6C105| M 3 3 0/M3003 FRIRZHRE(NEEE) (EEE) drug susceptibility test (mycobacteria)
6C106| M 3 4 0/M3004 R IHRE (NESE) 3EFIUT (FUESE) 3FHIUT drug susceptibility test (mycobacteria) under three drugs
6C205| M 3 5 0/|M3005 FRIREZHRE-MIC FRIRZHRE(R/)\RBIELLERE) -MIC drug susceptibility test (minimum inhibitory concentration)
6C305| M 3 6 0/|M3006 FHIBZHRE-MBC FRIBZERE(R)\BEEE) -MBC drug susceptibility test (minimum bactericidal concentration)
M
62 M |9 M9 WEWFHIRE/ZOM
62100 M | 9 1 0|M9001 13CPRERM SEtER 13ChREIF SRR 13C-urea breath test
62200 M | 9 2 0/M9002 REILT7—EER HEIL 7S rapid urease test
P P P REFENRE
7A Pl 1 P1 R HIRE/ HARE
7A010| P 1 1 0/P1001 #l LiliZE cytodiagnosis
7A020| P 1 2 0/P1002 #l (IARIAAR) fHfRZ (B AR cytodiagnosis (gynecological tracts)
7A021| P 1 3 0/P1003 (F=5apiiReE e (F=aspiress) cytodiagnosis (uterine cervix)
7A022| P 1 4 0/P1004 i) ffeZ (FeEe2) cytodiagnosis (uterine corpus)
7A030| P 1 5 0/P1005 Lo HHREEZ (FFIRERAARL) cytodiagnosis (respiratory tracts)
7A040| P 1 6 0/P1006 HRFEE2 CEILERMAAH cytodiagnosis (gastrointestinal tracts)
7A050| P 1 7 0/P1007 DA cytodiagnosis (urinary tracts)
7A060| P 1 8 0/P1008 HRARE2 (ARERAAAY) cytodiagnosis (body fluids)
7A070| P 1 9 0/P1009 HfEEZ (GEmaatRl) cytodiagnosis (bone marrow)
7A080| P 1 10 0/P1010 i) bl REAESET R i%ra)) cytodiagnosis (organs)
7A090| P 1 11 0/P1011 (BREPAERIAAR)) HHREEZ (EREPHMIAARL) cytodiagnosis (soft tissue)
7A210| P 1 12 0/P1012 DNAEZ N5 L\fg#f #HF2EZDNAEZ NS Lf#Hf cytodiagnosis DNA histogram analysis
7A220| P 1 13 0/P1013 RNAEZ M5 LT $HR2EZRNAEZ NS LA cytodiagnosis RNA histogram analysis
7A230| P 1 14 0/P1014 2V NI S LR $E2ZY ) \IEZ NS LR cytodiagnosis protein histogram analysis
P P
7B P |2 P2 RIEFRRE/ AR
7B010| P 2 1 0/P2001 IR TRE FIEERARE histopathological tests
7B020| P 2 2 0|P2002 St LA IRE SR EFIRE immunohistochemical tests
P P
7C P |3 P3 RIEFARE/ R RS RERE
7C010| P 3 1 0/P3001 REFE TR RS ERARE frozen section histodiagnosis
P P
7D P | 4 P4 R HIRE/ BT EMIRE
7D010| P 4 1 0/P4001 BFIEMIEIRE BFIEMIRIRE electron microscopic test
7D110| P 4 1 0/|P4001 BFIAWIBIRE (SRR EIA) EBFIRMEIRE(EBAET) electron microscopic test (transmission type)
7D210| P 4 1 0/P4001 BFIEMIIRE (EREEBI) EBFIEMIRIRE(ERREE) electron microscopic test (scanning type)
7D310| P 4 1 0/|P4001 B ISR E (SEEBIA) EBFIRMEIRE (REEH) electron microscopic test (immunological)
P P
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7z P P9 IRFHIRE/TOA
72100| P 1 0/|P9001 TUERIRZ R ER(CD-DSTE) JUERIRS R (CD-DSTA) chemosensitivity test(collagen-gel droplet embedded culture method)
77101| P 2 0/P9002 HUERIRZ 4 ER(HDRAE) JUERIRZ R (HDRAE) chemosensitivity test(Histoculture drug response assay)
L L L TOMOERAARE
8A L1 L1 IRE/ TR PR
8A010| L 1 1 1/L1001 AYRST IS (IBHER) ICGEBRIEHE ICG test retention rate
8A011| L 1 2 1{L1002 ARSI TV (GHRER) ICGEBRH AR ICG test disappearance rate
8A015| L 1 3 1/L1003 JOLYINITPLA> BSPatER bromosulfonphthalein test (BSP test)
8A070| L 1 4 1/L1004 J1)=WAIIKRS T A SER PSPatER phenolsulfonphthalein test (PSP test)
8A080| L 1 5 1/L1005 5 T4y I\ iR ER FishbergiE stk Fischberg concentration test
8A081| L 1 6 1/L1006 Fishberg IRt gk ( RER Fishberg#iRatER Fischberg dilution test
8A090| L 1 7 1/L1007 PFD5ER PFDEtER pancreatic functional diagnostant test
8A095| L 1 8 1/L1008 JCAHOLATAZI- IV F e JCOVAYAZ -V FUatER cholecystokinin pancreozymine-secretin test
8A100| L 1 9 1/L1009 DIZAFIZVTAN B 5t AR JDIZFIISTAN vagostigmine test
8A110| L 1 10 1/L1010 ACCR TIS5-EILTFIONTSALL ACCR amylase-creatinine clearance ratio
8A115| L 1 11 1/L1011 D-F30—RIRURGHER D-F30—RIRUNGHER D-xylose absorption test
8A120| L 1 12 1/L1012 HANFgHERER iR ER gastrin stimulation test
8A125| L 1 13 1/L1013 L2507 R ER 5 histalog stimulation test
8A130| L 1 14 1/L1014 1311- MJALA>atER 1311- NJALA>EHER triolein absorption test
8A135| L 1 15 1/L1015 > BIRIRGRER U DITS5OR U BIRUINGHER tubular reabsorption of phosphate
8A140| L 1 16 1|L1016 TIET7 EZD LB L7 E-DABREEER ammonium chloride tolerance test
8A145| L 1 17 1)L1017 EEBER EHEER sodium bicarbonate tolerance test
L L
8A L |2 L2 TOMMORAMRE /AEBIAE O HICIOTROSNBIRE
8A020| L 2 1 1/L2001 IVPFZUIITIVR IVFF_UIVTIYR creatinine clearance
8A025| L 2 2 1/L2002 24BRILTF U IUT SR 4BV TP FZIIUT SR creatinine clearance (24h)
8A040| L 2 3 1/L2003 PREEVVT SR FREEDIT VAR uric acid clearance
8A045| L 2 4 1|L2004 PREIVTSVR EIDVEIZS urea clearance
8A050| L 2 5 1{L2005 NSPZIEREEDITSIA PAHOU7SYR )5 BRREEVUT SR paraaminohippuric acid clearance
8A055| L 2 6 1|/L2006 FABREES NILAIITTIR FARREES NDLIUPTR sodium thiosulfate clearance
8A060| L 2 7 1{L2007 BBEEIVT IR RIBEIVTIA osmolality clearance
8A065| L 2 8 1/L2008 H#EEGFRereat eGFR(JLT7FZY) H#EEGFRereat eGFR creat
L 2 9 1/L2009 #EEGFRereat(V\2FA) eGFR(UL7FZ/INEH) H#EGFRereat pediatric eGFR creat
8A066| L 2 10 1/L2010 H#HEGFReys eGFR(ZZ9F>C) #EEGFReys eGFR cys
L 2 11 1/L2011 H#EEGFReys(/\NEA) eGFR(ZZHF>C/INEH) #EGFReys pediatric eGFR cys
G G G BT BERE
8B G| 1 G1 BETF RHERE/ REHRE(L)
8B200| G 1 1 1/G1001 S(S%EXM) Rl (SERM) chromosome (congenital)
8B220| G 1 2 1/G1002 S (IURERE) R ERRE(IIREE) chromosome (hematologic)
8B230| G 1 3 1/G1003 5 (EfAES) Rl (EfAES) chromosome (solid tumor)
8B240| G 1 4 1/G1004 S (AES5) REMRE(RRSS) chromosome (fragile site)
8B260| G 1 5 1/G1005 S (BE5X) Rl (RE35X) chromosome (fragile X)
8B280| G 1 6 1/G1006 XYOXF> X chromatin
8B290| G 1 7 1/G1007 YJOXF> Y chromatin
8B310| G 1 8 1/G1008 1REH 1REH chromosome 1
8B311| G 1 9 1/G1009 1R ERIEH 1A chromosome 1 p
8B312| G 1 10 1/G1010 1RERRB 1R AR chromosome 1 q
8B313| G | 1 | 11| 1|G1011 1,1482/(IgH-bcl10) 1,1485/(IgH-bcl10) t(1;14) : IgH-bcl10
8B314| G 1 12 1/G1012 1,194z (TCF3-PBX1) 1;1995/E (TCF3-PBX1) t(1,19) : TCF3/PBX1
8B315| G | 1 | 13| 1|G1013 1p364R5(CDC2L1) 1p36%&% (CDC2L1) del(1p36) : CDC2L1
8B316] G | 1 | 14| 1|G1014 1p36R% 1p36R% del(1p36)
G | 1| 15 1]|G1015 192 13EIE(CKS1B) amp(1g21) : CKS1B
8B320| G 1 16 1/G1016 2R PESET chromosome 2
8B321| G 1 17 1/G1017 24BN 25 EREN chromosome 2 p
8B322| G 1 18 1/G1018 2R EhRRBE 23 ERRNE chromosome 2 q
88323 G | 1 | 19| 1|G1019 2p238E(ALK) 2p238RE(ALK) t(2p23) : ALK
8B324| G 1 20 1/G1020 2p241BIE(N-myc) 2p241BIE(N-myc)
8B330| G 1 21 1/G1021 3REHR 3REK chromosome 3
8B331| G 1 22 1/G1022 SR EAENE SREAEN chromosome 3 p
8B332| G 1 23 1/G1023 SR BARER SREREN chromosome 3 q
8B333| G | 1 | 24| 1|G1024 3q27¥5/(bcl6) 3927#5(bcl6) t(3927) : bcl6
8B334| G | 1 | 25| 1/G1025 3; 1485 (IgH-bcl6) 3; 14855 (IgH-bcl6) t(3;14) : IgH-bcl6
8B340| G 1 26 1/G1026 4REK 4REH& chromosome 4
8B341| G 1 27 1/G1027 RERIEH AR ERIEH chromosome 4 p
8B342| G 1 28 1/G1028 AR ERRDE AREREB chromosome 4 q
8B343| G 1 29 1/G1029 4284k Wolf-HirschhornfE(REf 434K Wolf-HirschhornfEIRE chromosome 4 Wolf-Hirschhorn syndrome critical region
8B344] G | 1 | 30| 1/G1030 4;14¥5/%(IgH-FGFR3) 4, 14%5/E(IgH-FGFR3) t(4;14) : IgH-FGFR3
8B345| G 1 31 1/G1031 4q12R 5% /48 A (FIP1L1-PDGFRaF#AK) 4q12R5%/# A (FIP1L1-PDGFRaF##Ak) del(4g12) : FIP1L1-PDGFRa rearrangement
8B350| G 1 32 1/G1032 SHEHR SHRER chromosome 5
8B351| G 1 33 1/G1033 SR BN SHEAEN chromosome 5 p
8B352| G 1 34 1/G1034 SEERRBE SHERRPE chromosome 5 q
8B353| G | 1 | 35| 1/G1035 5q31R%(IRF1) SqJEIRBE(IRF-1R5K) 5q31R%&(IRF1) del(5g31) : IRF-1
8B354| G | 1 | 36| 1]G1036 5q32/%5%(CSF1R) Sq-fEREF(CSFIRRE) 5q32R%(CSF1R) del(5g32) : CSFIR
8B355| G 1 37 1/G1037 SRR SotosAEIRER SHEIR SotosfEIREE chromosome 5 sotos syndrome critical region
88356 G | 1 | 38| 1]G1038 5q31R5(EGR1) 5g31%% (EGR1) del(5g31) : EGRL
8B357] G | 1 | 39| 1/G1039 5q33%5E(PDGFRB) 5q338:KE (PDGFRB) t(5933) : PDGFRB
8B360| G 1 40 1/G1040 6REIK 61K chromosome 6
8B361| G 1 41 1/G1041 SR EARIEHT 6 ERIEN chromosome 6 p
8B362| G 1 42 1/G1042 R ERREE R ERRNE chromosome 6 q
8B370| G 1 43 1/G1043 TRER YESEYS chromosome 7
8B371| G 1 44 1/G1044 7R EAREE 75 EAREN chromosome 7 p
8B372| G 1 45 1/G1045 7R EARER TRERER chromosome 7 q
8B373| G 1 46 1/G1046 7EM& WilliamsAEIREE 7B WilliamsiEREE chromosome 7 Williams syndrome critical region
8B374| G 1 47 1/G1047 7931k (D75486) 7931R%:(D75486) del(7931):D75486
8B380| G 1 48 1/G1048 SREIK SR chromosome 8
8B381| G 1 49 1/G1049 RERIEH SRERIENE chromosome 8 p
8B382| G 1 50 1/G1050 SRERREE SRERRNE chromosome 8 q
8B383| G 1 51 1/G1051 8q24¥RE(c-myc) 8q24%5FE(c-myc) t(8924) : c-myc
8B384| G 1 52 1/G1052 8;14%5(IgH/c-myc) 8; 1485 (IgH/c-myc) £(8;14) : IgH/c-myc
8B385| G | 1 | 53] 1/G1053 8;2183E(AML1/ETO) 8,218 (AML1/MTG8) ;2185 (AML1/ETO) t(8;21) : AMLI/ETO
8B386] G | 1 | 54| 1]G1054 8p12#aE(FGFR1) 8p12#EE (FGFR1) t(8p12) :FGFR1
8B390| G 1 55 1/G1055 EEGETES ORI chromosome 9
8B391| G 1 56 1/G1056 OB EIRIENE R ERIENE chromosome 9 p
8B392| G 1 57 1/G1057 OREIREN OREIREN chromosome 9 q
8B393| G | 1 | 58] 1]G1058 9p21R%(p16) 9p21%%(p16) del(9p21) : p16
8B395| G 1 59 1/G1059 9;22%5FE(bcr-abl) PhiladelphiaZt ik 9;228x/(ber-abl) t(9;22) : ber-abl
8B396| G 1 60 1/G1060 9; 2285 (4FPEkber-abl) §FpEkPhiladelphiaZ &k 9; 2285 (4FhERber-abl) £(9,22) : ber-abl(assay applied to granulocytes)
8B400| G 1 61 1/G1061 1054k 1054k chromosome 10
8B401| G 1 62 1/G1062 103 EWIEH 10FEAIEH chromosome 10 p
8B402| G 1 63 1/G1063 10 EHER 10 EAER chromosome 10 q
8B410| G 1 64 1/G1064 1158k 113EH chromosome 11
8B411| G 1 65 1/G1065 11 ERIEH 110 chromosome 11 p
8B412| G 1 66 1/G1066 11ZERER 11EEARR chromosome 11 gq
8B413| G | 1 | 67| 1|G1067 11q238B(MLL) 11q238E(MLL) t(11g23) : MLL
8B414| G | 1 | 68| 1/G1068 11; 14§55 (IgH-bcl1) 11; 1495/ (IgH-bcl1) t(11;14) : IgH-bcl
8B415| G | 1 | 69| 1/G1069 11P1585/E(NUP98) 11P158RE(NUP98) t(11p15) : NUP
8B416| G 1 70 1/G1070 11,1845E(API2-MALT1) 11;184R/E(API2-MALT1) £(11;18) : API2-MALT1
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8B417] G | 1 | 71| 1|G1071 11q22.3%5%K(ATM) 11g22.3%% (ATM) del(11g22.3) : ATM

8B420| G 1 72 1/G1072 1254k 12564 chromosome 12

8B421| G 1 73 1/G1073 123 EHIEH 123 ER)EH chromosome 12 p

8B422| G 1 74 1/G1074 123 ERER 123 B4R chromosome 12 q

8B423| G | 1 | 75 1|G1075 12p138aE/ R (TEL) 12p138zE/ XK(ETV6) 12p138zE/ R (TEL) t(12p13) or del(12p13) : TEL

8B424| G [ 1 | 76] 1(G1076 12;218zA5(TEL-AMLL) 12;21855(TEL-AMLL) t(12;21): TEL-AML1

8B430| G 1 77 1|/G1077 135884k 13384 chromosome 13

8B431| G 1 78 1/G1078 13 ERIEH 13 ERIEH chromosome 13 p

8B432| G 1 79 1/G1079 13RERER 134EAhER chromosome 13 q

8B433] G [ 1 | 80[ 1[G1080 13q14.3%5%(RB-1) 13q14.3%%(RB-1) del(13q14.3) : RB-1

8B434] G | 1 | 81| 1|G1081 13q14.3%5%(D135319) 13914.3%%(D135319) del(13q14.3) :D13S319

8B440| G 1 82 1/G1082 1454k 14584 chromosome 14

8B441| G 1 83 1/G1083 143 EHIEH 143 ERIEH chromosome 14 p

8B442| G 1 84 1/G1084 142 ERER 143 EBAER chromosome 14 q

8B443| G 1 85 1/G1085 14,1845/ (IgH-bcl2) 14, 1845/E (IgH-bcl2) t(14,18) : IgH-bcl2

8B444| G [ 1 | 86] 1(G1086 14932855 (IgH) 14q3285/%(IgH) t(14932) : IgH

8B445] G | 1 | 87| 1/G1087 14,1645/ (IgH-MAF) 14; 1645/ (IgH-MAF) t(14;16) : IgH-MAF

8B450| G 1 88 1/G1088 1554k 1554k chromosome 15

8B451| G 1 89 1/G1089 153 ERIEH 153 EAIEH chromosome 15 p

8B452| G 1 90 1/G1090 153 EhRER 152 EAER chromosome 15 q

8B453| G 1 91 1/G1091 153 & kPrader-Will E{ZEE(PWS) 154 4kPrader-WilliiEIZAE(PWS) chromosome 15 Prader-Willi syndrome critical region

8B454| G 1 92 1/G1092 153 E{kAngelmaniiE(REE(AS) 154 4kAngelmanfiElRE(AS) chromosome 15 Angelman syndrome critical region

8B455] G | 1 | 93] 1/G1093 15,1745/ (PML-RARa) 15,1745/ (PML-RARa ) t(15;17) : PML-RAR alpha

8B460| G 1 94 1/G1094 1654k 1654k chromosome 16

8B461| G 1 95 1/G1095 163 EWIEH 163 EIEH chromosome 16 p

8B462| G 1 96 1/G1096 161 EARER 161 EAER chromosome 16 q

8B463] G | 1 | 97| 1/G1097 16, 165/8/554i(CBFb -MYH11) 16, 1645/%/5%41(CBFb -MYH11) inv(16) : CBFb -MYH11
G G

8B G| 2 G2 BT BHERE/ R EBMMRE(2)

8B470| G 2 1 1/G2001 17584k 17584 chromosome 17

8B471| G 2 2 1/G2002 173EWIEH 174 EIEH chromosome 17 p

8B472| G 2 3 1/G2003 1738 EHER 171 EBAER chromosome 17 q

8B473| G 2 4 1/G2004 17364k Miller-DiekerfiE{&EY 17484k Miller-DiekerfE&EE chromosome 17 p Miller-Dieker syndrome critical region

8B474| G 2 5 1/G2005 17364k CMTR1A 17484 CMTHHLIA chromosome 17 Charcot-Marie-Tooth disease type 1A critical region

8B475| G 2 6 1/G2006 17p13RK(p53) 17p13R%K(p53) del(17p13):p53

8B480| G 2 7 1/G2007 1854k 1854k chromosome 18

8B481| G 2 8 1/G2008 18R EWIEH 18FERIEH chromosome 18 p

8B482| G 2 9 1/G2009 18R ERER 18R EARER chromosome 18 q

88483] G | 2 | 10| 1]/G2010 1802 L#E/AE(MALT1) 18G214E/E(MALT1) t(18921) : MALTL

8B484| G | 2 | 11[ 1[G2011 18q21%5E(bcl2) 18q21#z/E (bcl2) t(18q21) : bcl2

8B490| G 2 12 1/G2012 19584k 193 E4 chromosome 19

8B491| G 2 13 1/G2013 193 ERIEH 19 EBRIEH chromosome 19 p

8B492| G 2 14 1/G2014 19RERER 194 EhkER chromosome 19 q

8B493| G 2 15 1/G2015 19q13R5% 19g13R% del(19913)

8B500| G 2 16 1)/G2016 20 Bl 20445 chromosome 20

8B501| G 2 17 1/G2017 20 B4R 5EHE 20 B4R EHE chromosome 20 p

8B502| G 2 18 1/G2018 202 B4R 20 ERENE chromosome 20 q

8B503| G 2 19 1/G2019 20q13%%k 20q13%% del(20g13)

8B510| G 2 20 1)/G2020 PAESETE 214K chromosome 21

8B511| G 2 21 1/G2021 21BN 213 BENE chromosome 21 p

8B512| G 2 22 1/G2022 212 BARE 213 EBARREE chromosome 21 q

8B513[ G | 2 | 23] 1[G2023 21q22%5fE(AML1) 212287/ (AML1) t(21922) : AMLL

8B520| G 2 24 1)/G2024 22tk 2234k chromosome 22

8B521| G 2 25 1/G2025 22BN 223 BRENE chromosome 22 p

8B522| G 2 26 1/G2026 22BN 223 EBRREE chromosome 22 q

8B523| G 2 27 1/G2027 22884k 22q1 LRAKFEIREY 224K 22q1 I RKIEIREE chromosome 22 22q11 deletion syndrome

8B524| G | 2 | 28] 1/G2028 22q1285HE(EWSR1) 2291285 EWSR1) t(22912) : EWSRL

8B530| G 2 29 1/G2029 PETELES PESELS chromosome X

8B531] G | 2 | 30| 1/G2030 Xp22.3R%(STS) Xp22.3R% _(STS) del(Xp22.3) : STS

8B540| G 2 31 1/G2031 YR &K \ESELLS chromosome Y

8B543| G | 2 | 32| 1/G2032 Yp11.3%5/R&(SRY) Yp11.3%G8E/ RE(SRY) t(Yp11.3) or del(Yp11.3) : SRY

8B544| G | 2 | 33 1[G2033 Yq11.23%%(DAZ) Yq11.23%%%(DAZ) del(Yq11.23) : DAZ

8B550| G 2 34 1/G2034 XRER, YRER(EMERBHEIE) XRER YRER BMT XEER, YRER(RERBHEIE) chromosome X, chromosome Y assessment of sex-mismatched BMT

8B551| G | 2 | 35 1[G2035 Xp22.3/Yp11.3%5%(SHOX) Xp22.3/Yp11.3R5&(SHOX) del(Xp22.3/Yp11.3) : SHOX
G G

8C G| 3 G3 SBEFEEREBEF EERE(1)

8C001| G 3 1 1|G3001 PDGFB/sis c-sis PDGFB/sis

8C003| G 3 2 1/G3002 FGF3/int-2 int-2 FGF3/int-2

8C005| G 3 3 1/G3003 FGF4/hst-1 hst(hst-1) FGF4/hst-1

8C007| G 3 4 1/G3004 FGF6/hst-2 hst-2 FGF6/hst-2

8C051| G 3 5 0/G3005 | 0000 [EGFR c-erbB/EGFR EGFR Ei2zl]
G| 3 5 1|/G3005 |0001 |EGFR ZEf#iT EGFR mutation

8C053| G 3 6 0(/G3006 | 0000 [HER2/neu c-erbB-2/neu HER2/neu B2l
G 3 6 1/G3006 [0001 |HER2/neu EIREMFET HER2/neu amplification

8C055| G 3 7 1/G3007 ROS1 ros ROS1

8C057| G 3 8 1/G3008 CSF1R/c-fms c-fms/CSF-1 CSF1R/c-fms

8C059| G 3 9 0/G3009 | 0000 [KIT c-kit c-kit KIT Ei2zl]
G| 3 9 1|{G3009 | 0001 |KIT ZERfZT c-kitiB{RT ZERMAE KIT mutation

8C061| G 3 10 1/G3010 RET ret RET

8C063| G 3 11 1/G3011 MET c-met MET

8C065| G 3 12 1/G3012 met-D met-D met-D

8C067| G 3 13 1/G3013 met-H met-H met-H

8C069| G 3 14 1{G3014 TRK/oncD trk/oncD TRK/oncD

8C101| G 3 15 1|G3015 CSK/c-src c-src CSK/c-src

8C103| G 3 16 1/G3016 c-src-2 c-src-2 c-src-2

8C105| G 3 17 1/G3017 YES1 yes YES1

8C107| G 3 18 1/G3018 FGR fgr FGR

8C109| G 3 19 1/G3019 LYN lyn LYN

8Cii11| G 3 20 1/G3020 FYN fyn FYN

8C113| G 3 21 1/G3021 TXK/tkl tkl TXK/tkl

8C115| G 3 22 1/G3022 HCK hck HCK

8C117| G 3 23 1/G3023 LCK Ick LCK

8C119| G 3 24 1/G3024 FER/fer(fps/fes related) fps/fes FER/fer(fps/fes related)

8C121| G 3 25 1/G3025 ABL1 c-abl ABL1

8C123| G 3 26 1/G3026 BCR-ABL1 ber-abl BCR-ABL1

8C125| G 3 27 0/G3027 | 0000 |major BCR-ABL1 major ber-abl major BCR-ABL1 8B
G| 3 27 1|{G3027 | 0001 |major BCR-ABL1 FX5SmRNARIH major BCR-ABL1 chimeric mRNA detection
G 5] 27 1/G3027 | 0002 |major BCR-ABL1 F¥XSmRNAE R major BCR-ABL1 chimeric mRNA guantification
G 3 27 1)/G3027 | 0003 |major BCR-ABL1, ABL1Z:52 major BCR-ABL1, ABL1 mutation

8C127| G 3 28 0/G3028 | 0000 |minor BCR-ABL1 minor ber-abl minor BCR-ABL1 %]
G 3 28 1|/G3028 |0001 |minor BCR-ABL1 FXSmRNARH minor BCR-ABL1 chimeric mRNA detection
G 5] 28 1/G3028 | 0002 |minor BCR-ABL1 FXSmRNAERE minor BCR-ABL1 chimeric mRNA guantification
G 3 28 1/G3028 0003 |minor BCR-ABL1, ABL1ZR minor BCR-ABL1, ABL1 mutation
G 3 29 0/G3029 | 0000 |micro BCR-ABL1 minor BCR-ABL1 8B
G 3 29 1|/G3029 | 0001 |micro BCR-ABL1 FX5SmRNA&IH micro BCR-ABL1 chimeric mRNA detection
G 5] 29 1/G3029 | 0002 |micro BCR-ABL1 FXSmRNAERE micro BCR-ABL1 chimeric mRNA gquantification
G 3 29 1/G3029 |0003 |micro BCR-ABL1, ABL1ZS® micro BCR-ABL1, ABL1 mutation

8C151| G 3 30 1{G3030 RAF1/c-raf c-raf/mil RAF1/c-raf

8C153| G 3 31 1/G3031 ARAF A-raf/pks ARAF
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## 8C155| G 3 32 0/G3032 | 0000 [BRAF B-raf BRAF B2zl

## G 5] 32 1)/G3032 | 0001 |BRAF V600EZR BRAF V600E mutation

## 8C157| G 3 33 1|G3033 MOCOS/c-mos c-mos MOCOS/c-mos

## 8C159| G 3 34 1/G3034 REL c-rel REL

## 8C201| G 3 35 1/G3035 NRAS N-ras NRAS

## 8C202| G 3 36 1/G3036 NRAS (12 codon) N-ras(12 codon) NRAS (12 codon)

## 8C203| G 3 37 1/G3037 NRAS (13 codon) N-ras(13 codon) NRAS (13 codon)

## 8C204| G 3 38 1/G3038 NRAS (61 codon) N-ras(61 codon) NRAS (61 codon)

## 8C211| G 3 39 1/G3039 HRAS Ha-ras HRAS

## 8C212| G 3 40 1/G3040 HRAS (12 codon) Ha-ras(12 codon) HRAS (12 codon)

## 8C213| G 3 41 1/G3041 HRAS (13 codon) Ha-ras(13 codon) HRAS (13 codon)

## 8C214| G 3 42 1/G3042 HRAS (61 codon) Ha-ras(61 codon) HRAS (61 codon)

## 8C221| G 3 43 1/G3043 KRAS Ki-ras KRAS

## 8C222| G 3 44 1/G3044 KRAS (12 codon) Ki-ras(12 codon) KRAS (12 codon)

## 8C223| G 3 45 1/G3045 KRAS (13 codon) Ki-ras(13 codon) KRAS (13 codon)

## 8C224| G 3 46 1/G3046 KRAS (61 codon) Ki-ras(61 codon) KRAS (61 codon)

## 8C231| G 3 47 1/G3047 RRAS R-ras RRAS

## 8C240| G 3 48 0/G3048 | 0000 |KRAS+NRAS KRAS+NRAS 8B

## G 5] 48 1/G3048 | 0001 [KRAS+NRAS ZR KRAS, NRAS mutation

## 8C251| G 3 49 0/G3049 | 0000 |MYC/c-myc c-myc MYC/c-myc 8B

## G 3 49 1/G3049 | 0001 [MYC/c-myc FEi#ak MYC/c-myc rearrangement

## 8C253| G 3 50 1/G3050 MYCN/N-myc N-myc MYCN/N-myc

## 8C255| G 3 51 1/G3051 MYCL1/L-myc L-myc MYCL1/L-myc

## 8C257| G 3 52 1/G3052 MYCR/R-myc R-myc MYCR/R-myc

## 8C259| G 3 53 1/G3053 MYCP/P-myc P-myc MYCP/P-myc

## 8C261| G 3 54 1/G3054 MYCB/B-myc B-myc MYCB/B-myc

## 8C263| G 3 55 1/G3055 FOS c-fos FOS

## 8C265| G 3 56 1/G3056 FRA-1 fra-1 FRA-1

## 8C267| G 3 57 1/G3057 JUN c-jun JUN

## 8C269| G 3 58 1/G3058 JUNB jun-B JUNB

## 8C271| G 3 59 1/G3059 JUND jun-D JUND

## 8C273| G 3 60 1/G3060 MYB c-myb MYB

## 8C275| G 3 61 1/G3061 MYBL1 A-myb MYBL1

## 8C277| G 3 62 1/G3062 MYBL2 B-myb MYBL2

## 8C279| G 3 63 1/G3063 SKI c-ski SKI

## 8C301| G 3 64 1/G3064 PCDHB protocadherin beta cluster

## 8C302| G 3 65 1|G3065 miR34b/c micro RNA 34b/c

## 8C381| G 3 66 1/G3066 ETS1 ets-1 ETS1

## 8C383| G 3 67 1/G3067 ETS2 ets-2 ETS2

## 8C385| G 3 68 1/G3068 ERBA/THRA c-erbA ERBA/THRA

## 8C387| G 3 69 1/G3069 RIG-1 rig RIG- I

## 8C389| G 3 70 1/G3070 HAP hap HAP

## 8C391| G 3 71 1/G3071 HERR1 HERR1 HERR1

## 8C393| G 3 72 1/G3072 HERR2 HERR2 HERR2

## 8C395| G 3 73 1/G3073 E2A E2A E2A

## 8C39%6| G 3 74 0/G3074 | 0000 |E2A-PBX1 E2A-PBX1 E2A-PBX1 Bl (- ER)
## G 3 74 1|/G3074 | 0001 |E2A-PBX1 FX5SmRNARH E2A-PBX1 chimeric mRNA detection

## G 5] 74 1/G3074 | 0002 |[E2A-PBX1 ¥XSmRNAESE E2A-PBX1 chimeric mRNA quantification

## 8C397| G 3 75 1|G3075 PML/myl PML/myl PML/myl

##| [8c401] G | 3 | 76] 1|G3076 PML (exon3, 4) PML(Exon3, 4) PML (exon3, 4)

## 8C403| G 3 77 1/G3077 PML (exon5, 6) PML(Exon5, 6) PML (exon5, 6)

## 8C411| G 3 78 1/G3078 RARA RAR-a RARA

##| [8C421] G | 3 | 79| 0/G3079 |0000|PML-RARA PML-RARa PML-RARA B (R -TER)
## G 5] 79 1|/G3079 [0001 |PML-RARA FX5mRNA#&H PML-RARA chimeric mRNA detection

## G 3 79 1/G3079 | 0002 [PML-RARA FXSmRNAZEE PML-RARA chimeric mRNA quantification [

## 8C425| G 3 80 0/G3080 | 0000 |CBFb -MYH11 CBFb -MYH11 CBFb -MYH11 Bl (- ER)
## G 3 80 1)/G3080 |0001 |CBFb-MYH11 FXSmRNARH CBFb-MYH11 chimeric mRNA detection

## G 5] 80 1)/G3080 [0002 |CBFb-MYH11 FXSmRNAEE CBFb-MYH11 chimeric mRNA quantification

## 8C427| G 3 81 1/G3081 AML1 AML1 AML1

## 8C428| G 3 82 0/G3082 |0000|AML1-MTG8 AML1-ETO AML1-MTG8 AML1-MTG8 Bl (- ER)
## G 3 82 1)/G3082 |0001 |AML1-MTG8 FXSmRNARH AML1-MTG8 chimeric mRNA detection

## G 5] 82 1/G3082 |0002 |[AML1-MTG8 FXSmRNAE R AML1-MTG8 chimeric mRNA quantification

##| [8C429] G | 3 | 83| 0/G3083 0000 |AMLI-EVI1 AML1-EVI1 AML1-EVI1 B (R -TER)
## G g 83 1)/G3083 [0001 |AML1-EVI1 FX5mRNA&IH AML1-EVI1 chimeric mRNA detection

## G 3 83 1/G3083 | 0002 [AML1-EVI1 ¥ XSmRNATEE AML1-EVI1 chimeric mRNA quantification

## 8C435| G 3 84 1/G3084 ETV6 TEL ETV6 ETV6

##| [8C436] G | 3 | 85| 0/G3085 |0000ETV6-AML1 TEL-AML1 ETV6-AML1 ETV6-AML1 B (RH-ER)
## G g 85 1|/G3085 [0001 |ETV6-AML1 FXSmRNARH ETV6-AML1 chimeric mRNA detection

## G 3 85 1/G3085 | 0002 [ETV6-AML1 FXSmRNAER ETV6-AML1 chimeric mRNA guantification [

## 8C441| G 3 86 0/G3086 | 0000 |MLL MLL MLL %3]

## G 3 86 1/G3086 | 0001 [MLL iRk MLL rearrangement

## 8C442| G 3 87 1/G3087 MLL Tandem duplication MLL Tandem duplication MLL Tandem duplication

##| [8C443| G | 3 | 88| 0/G3088 0000 |MLL-AF4 MLL-LTG4 MLL-AF4 MLL-AF4 B (R -TER)
## G g 88 1)/G3088 |0001 |MLL-AF4 FX5mRNAZIH MLL-AF4 chimeric mRNA detection

## G 3 88 1/G3088 | 0002 [MLL-AF4 ¥X5SmRNAER MLL-AF4 chimeric mRNA guantification [

## G 3 89 0/G3089 | 0000 |MLL-AF6 MLL-LTG6 MLL-AF6 Bl (- ER)
## G 3 89 1)/G3089 |0001 |MLL-AF6 FX5SmRNA&IH MLL-AF6 chimeric mRNA detection

## G g 89 1/G3089 | 0002 |MLL-AF6 F¥XSmRNAE R MLL-AF6 chimeric mRNA quantification

##| [8C445| G | 3 | 90| 0/G3090 |0000 |MLL-AF9 MLL-LTG9 MLL-AF9 MLL-AF9 B (RH-TER)
## G g 90 1)/G3090 [0001 |MLL-AF9 FX5SmRNA#&IH MLL-AF9 chimeric mRNA detection

## G 3 90 1/G3090 | 0002 [MLL-AF9 ¥X5SmRNAESE MLL-AF9 chimeric mRNA guantification [

## 8C447| G 3 91 0/G3091 |0000 |MLL-ENL MLL-LTG19 MLL-ENL MLL-ENL Bl (- ER)
## G 3 91 1)/G3091 |0001 |MLL-ENL FXSmRNARH MLL-ENL chimeric mRNA detection

## G 5] 91 1/G3091 [0002 |[MLL-ENL FXSmRNAEE MLL-ENL chimeric mRNA quantification

##| [8C450] G | 3 | 92| 0[G3092 0000 |NUP98-HOXA9 NUP98-HOXA9 NUP98-HOXA9 B (RH-ER)
## G g 92 1|/G3092 [0001 |NUP98-HOXA9 FX5mRNA#ZH NUP98-HOXA9 chimeric mRNA detection

## G 3 92 1/G3092 | 0002 [NUP98-HOXA9 FXSmRNATEE NUP98-HOXA9 chimeric mRNA quantification

## 8C451| G 3 93 1/G3093 BCL1 bcl-1 BCL1

## 8C453| G 3 94 0/G3094 | 0000 |BCL2 bcl-2 BCL2 Ei2zl]

## G 3 94 1/G3094 | 0001 [BCL2 FEi#mk BCL2 rearrangement

## G i3] 94 1/G3094 | 0002 [BCL2-JH BCL2-JH

## G 3 94 1/G3094 | 0003 |BCL2-JH FXSiBEFMRDIRH BCL2-JH chimeric gene, MRD detection

## 8C455| G 3 95 1/G3095 BCL3 bcl-3 BCL3

## 8C456| G 3 96 1/G3096 BCL6 bcl-6 BCL6

## 8C457| G 3 97 1/G3097 WNT1/int-1 int-1/Wnt-1 WNT1/int-1

## 8C459| G 3 98 1/G3098 MAS1 mas MAS1

## 8C465| G 3 99 1/G3099 TAL1 tal-1 TAL1

##| [8C G| 4 G4 BIRF EERE /BT EERE(2)

## 8C467| G 4 1 1/G4001 TCL1 tcl-1 TCL1

## 8C471| G 4 2 1/G4002 BCR(major BCR) ber(major ber) BCR (major BCR)

## 8C473| G 4 3 1/G4003 3' ffgmajor BCR 3' igmajor ber 3' terminal major BCR

##| |8C474| G | 4 4 1|/G4004 5' liimajor BCR 5' fiimajor ber 5' terminal major BCR

## 8C477| G 4 5 1/G4005 minor BCR minor ber minor BCR

## 8C481| G 4 6 0/G4006 | 0000 |DEK-CAN DEK-CAN DEK-CAN Ei2zl]

## G 4 6 1)/G4006 [0001 |DEK-CAN FX5mRNA#&H! DEK-CAN chimeric mRNA detection

## G 4 6 1/G4006 | 0002 |DEK-CAN FXSmRNAESE DEK-CAN chimeric mRNA quantification [

## 8C491| G 4 7 0/G4007 | 0000 |JAK2 JAK2 JAK2 %]

## G 4 7 1/G4007 | 0001 [JAK2 V617FZER JAK2 V617F mutation
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8Ca%| G | 4 8] 0]G4008 [0000 [EML4-ALK EML4-ALK EML4-ALK BRG]
G 4 8 1)/G4008 [0001 |EML4-ALK F45mRNA&H EML4-ALK chimeric mRNA detection

8C501| G 4 9 1/G4009 RB RB RB

8C503| G 4 10 1/G4010 Krev-1 Krev-1 Krev-1

8C505| G | 4 | 11| 0]G4011 [0000[WT-1 WT-1 WT-1 [HR (R -Em®)
G 4 11 1/G4011 [0001 |WT-1 mRNAESE WT-1 mRNA quantification

8C507| G 4 12 1/G4012 NF-1 NF-1 NF-1

8C509| G 4 13 1/G4013 DCC DCC DCC

8C511| G 4 14 1/G4014 MCC MCC MCC

8C513| G 4 15 1/G4015 APC APC APC

8C515| G 4 16 1|/G4016 nm23 nm23 nm23

8C530| G | 4 | 17| 1]|G4017 p53 p53 p53

8C535| G 4 18 0/G4018 | 0000 |p53(exon5) p53(Exon5) p53(exon5)
G 4 18 1/G4018 0001 [p53(exon5) ZR p53(exon5) mutation

8C536| G 4 19 0/G4019 | 0000 |p53(exon6) p53(Exon6) p53(exon6)
G 4 19 1/G4019 | 0001 [p53(exon6) ZER p53(exon6) mutation

8C537| G 4 20 0/G4020 | 0000 |p53(exon7) p53(Exon7) p53(exon7)
G 4 20 1/G4020 | 0001 [p53(exon7) ZER p53(exon7) mutation

8C538| G 4 21 0/G4021 | 0000 |p53(exon8) p53(Exon8) p53(exon8)
G 4 21 1/G4021 |0001 [p53(exon8) ZR p53(exon8) mutation

8C539| G 4 22 0/G4022 | 0000 |p53(exon9) p53(Exon9) p53(exon9)
G 4 22 1/G4022 | 0001 [p53(exon9) ZER p53(exon9) mutation

8C554| G | 4 | 23| 0[G4023 0000 |EWS-Fli1 EWS-Fli1 EWS-Fli1 B (RH-ER)
G 4 23 1)/G4023 [0001 |EWS-Flil FX5mRNA&H EWS-FIi1 chimeric mRNA detection

8C557| G | 4 | 24| 0[G4024 0000 TLS-CHOP TLS-CHOP TLS-CHOP (R - EE)
G 4 24 1)/G4024 [0001 | TLS-CHOP FX5SmRNAIRH TLS-CHOP chimeric mRNA detection

8C560| G | 4 | 25| 0[G4025 0000 SYT-SSX SYT-SSX SYT-SSX B (RH-ER)
G 4 25 1|/G4025 [0001 |SYT-SSX F*5mRNA&H SYT-SSX chimeric mRNA detection

8C601| G 4 26 1/G4026 THIRRSZ B hatl THifRZ S ka 5 T-cell receptor alpha chain

8C611| G 4 27 1/G4027 THEFZSkatil THiRRZ S ka 1 T-cell receptor alpha chain 1

8C612| G 4 28 1/G4028 THIRRZ B kath2 THIfR S ka $H2 T-cell receptor alpha chain 2

8C613| G 4 29 1/G4029 THERZ S kati3 THIRLZSka $43 T-cell receptor alpha chain 3

8C615| G 4 30 1/G4030 THIRRSZ B {katH5 THifR S ka 45 T-cell receptor alpha chain 5

8C616| G 4 31 1/G4031 THERZSkatl6 THikRZSka $H6 T-cell receptor alpha chain 6

8C617| G 4 32 1/G4032 THIRRSZ B ka7 THifR RS ka 47 T-cell receptor alpha chain 7

8C623| G 4 33 1/G4033 THIFRZSkati13 THiRRZ S ka $H13 T-cell receptor alpha chain 13

8C625| G 4 34 1/G4034 THIRRSZ B kaf THifRZ S ka $H15 T-cell receptor alpha chain 15

8C651| G 4 35 0/G4035 | 0000 | THiFESZEAbiH THIRLSZ 4D 8 T-cell receptor beta chain 8B
G 4 35] 1/G4035 | 0001 |T#AFRZEAbIE B8k TRB rearrangement |
G| 4 36/ 0/G4036 |0000 |THHfEZZAbIHCD T-cell receptor beta chain C beta [EEl
G 4 36 1/G4036 | 0001 | THAFRZEAbIHCD FEHEL T-cell receptor beta chain C beta rearrangement

8C652| G | 4 37| 0/G4037 | 0000 |THHRRZZEH THARBZ 44D $HCb 1 T-cell receptor beta chain C beta 1 B
G 4 37 1/G4037 | 0001 |T#AFZZZEAbIHCh1 BB T-cell receptor beta chain C beta 1 rearrangement

8C653| G 4 38 1/G4038 THERZSAAbEHCD2 THIRLZE4b $8Cb 2 T-cell receptor beta chain C beta 2

8C654| G 4 39 0/G4039 | 0000 | THFRZEAbiEIb1 THARRSZZ4AD §81b 1 T-cell receptor beta chain J beta 1 B2
G 4 39 1/G4039 | 0001 | THHFZZ{AbIHIb1 FilAk T-cell receptor beta chain J beta 1 rearrangement

8C655| G 4 40 0/G4040 | 0000 | THAFR2Z{kbiEIb2 THARRSZZ4KD $81b 2 T-cell receptor beta chain J beta 2 B2
G 4 40 1/G4040 | 0001 | TH#HFZZ{AbIHIb2 FilAk T-cell receptor beta chain J beta 2 rearrangement

8C661| G 4 41 0/G4041 | 0000 | THfRZ2E kgl THIRRSZ Bk 88 T-cell receptor gamma chain B2
G 4 41 1/G4041 | 0001 |T#AFIZEiAgH BB TRG rearrangement

8C662| G 4 42 1/G4042 THIRRSZ ZhgiHCg THIRRZ B 4g $HCg T-cell receptor gamma chain C gamma |

8C663| G 4 43 0|G4043 | 0000 |THiFEZEkgiHlg THIRRZS4g g T-cell receptor gamma chain J gamma [EXl
G 4 43 1/G4043 | 0001 |THAfEZEiAgiHIg BB T-cell receptor gamma chain J gamma rearrangement

8C671| G | 4 44|  0/G4044 | 0000 |THfiteZEikdiH THIRSZ S 8 T-cell receptor delta chain B
G 4 44 1/G4044 | 0001 |THAFRZEAdEE BBk TRD rearrangement
G| 4 45| 0/G4045 | 0000 |THfiteZEikdiFId1 T-cell receptor delta chain J delta 1 [EEl
G 4 45 1/G4045 | 0001 |THAfZEAdIEId1 Bk T-cell receptor delta chain J delta 1 rearrangement

8C701| G 4 46 0(G4046 |0000 | &I 0TU>HE SEI0JU>HEE immunoglobulin heavy chain [EEl
G 4 46 1)/G4046 |0001 |#%5E/) 07> HEH FBiBhk IGH rearrangement

8C703| G 4 47 0(G4047 | 0000 |%s&7 07U HEEIH S 07> HEEIH immunoglobulin heavy chain JH [EXl
G 4 47 1|/G4047 |0001 |#%5&/5 07U~ HEEIH BB immunoglobulin heavy chain JH rearrangement

8C705| G 4 48 1/G4048 &) 0JY>HEECH &) 0JY>HEECH immunoglobulin heavy chain CH

8C707| G 4 49 0|G4049 | 0000 |%&5E/ 07U~ HEECm ey 07U HEECm immunoglobulin heavy chain Cmu Eis31]
G 4 49 1|/G4049 [0001 |®%&EJ 07UV HEECm Bk immunoglobulin heavy chain Cm rearrangement

8C721| G 4 50 1/G4050 e 07U LEH S0y L immunoglobulin light chain |

8C723| G 4 51 0{G4051 | 0000 |%&E/0JU> LIk S 07> LEEIK immunoglobulin light chain J kappa [EEl
G 4 51 1|/G4051 [0001 |®%5&/ 07> L84k FBiBAK immunoglobulin light chain J kappa rearrangement [

8C725| G 4 52 0(G4052 | 0000 |%&&E/ 07> LI SEI0JU>LEE) immunoglobulin light chain J lambda [EXl
G 4 52 1/G4052 (0001 |®%5E/ 07> L84 BAEAR immunoglobulin light chain J lambda rearrangement [

8C727| G 4 53 0(G4053 | 0000 | %/ 07U LEACKk S 07> LEECK immunoglobulin light chain C kappa [EXl
G 4 53] 1|/G4053 [0001 |#%5&/) 07UV LEACK BiERk immunoglobulin light chain C kappa rearrangement [

8C729| G 4 54 0(G4054 | 0000 |/ 0JULEACI S&J0JU>LEECI immunoglobulin light chain C lambda [EZl
G 4 54 1|/G4054 [0001 |®%5&/) 07U LEACI Bl immunoglobulin light chain C lambda rearrangement [

8C731| G 4 55 0(G4055 | 0000 |&&E/ 07> Lk SEJ0JU>LEE k immunoglobulin light chain kappa [EZl
G | 4 55|  1|G4055 [0001 |seE/ 07> Lilik Bk IGK rearrangement |

8C733| G 4 56 0(G4056 | 0000 | %/ 07U La#l SEI0JU>LEE | immunoglobulin light chain lambda [EEl
G [ 4 56| 1|G4056 |0001 |$e& 07> Ll Bk IGL rearrangement |

8C780| G 4 57 0/G4057 | 0000 |91 br5F(CK)19 YA 5F2(CK)19 cytokeratin19 Bl (R -ER)
G 4 57 1/G4057 | 0001 [H1rMr5F>19(KRT19) mRNARH KRT19 mRNA detection

8C790| G 4 58 1/G4058 EUHEEEREEET EUEEEREEET malignant melanoma related gene

8C801| G 4 59 1/G4059 SR RY TR EILF SR> RUTBAHAEBIG T mitochondrial encephalomyopathy-related gene

8C803| G 4 60 0/G4060 | 0000 |LeberfBEIzT Leber/mi#{zF Leber's disease-related gene B2
G 4 60 1/G4060 | 0001 |LeberfmiBifzF 11778I1EEER Leber's disease-related gene mutation |

8C804| G 4 61 0/G4061 | 0000 |=hI1>RU7DNA32431EE SRI>RUPDNA32431EE mtDNA bp3243 |ﬁiE|J
G | 4 | 61| 1]G4061|0001[ZrI>KJ7DNA3243IERZR (MELAS) mMtDNA bp3243 mutation (MELAS) |
G | 4 62| 0/G4062 | 0000 |=hI1>RUPZDNAB344IEE mtDNA bp8344 B
G | 4 | 62| 1|G4062|0001[Zr1>KJ/7DNA8344ERZR (MERRF) mMtDNA bp8344 mutation (MELAS) |
G 4 63 0/G4063 |0000|=hI>RU7DNA117781EE mtDNA bp11778 [EXl
G | 4 | 63] 1]G4063[0001[ZrI>FJ7DNA11778I5HZR (LHON) mMtDNA bp11778 mutation (LHON) |

8C805| G 4 64 0/G4064 | 0000 |MECP2&E(EF MECP2E{ET MECP2 %]
G 4 64 1/G4064 | 0001 [MECP2i#{=F(exon3,4) ZR MECP2 (exon3,4) mutation

8C811| G 4 65 1/G4065 APRT * JANB{RTF APRT * JESE(RETF adenine phosphoribosy! transferase * type J gene

8C812| G 4 66 1/G4066 APRT * QOELE(LEF APRT * QOELE(LF adenine phosphoribosyl transferase * type Q0 gene

8C821| G 4 67 0/G4067 | 0000 |ALDH2E{EZF ALDH-2B{EF aldehyde dehydrogenase-2 gene B2
G 4 67 1/G4067 | 0001 |[ALDH2IB(ETF SRR ALDH2 polymorphism |

8C822| G 4 68 0/G4068 | 0000 |ACE#{=T ACE&(=T angiotensin I-converting enzyme gene [EEl
G 4 68 1/G4068 | 0001 |ACEBI{GT ZRMFIT ACE polymorphism |

8C823| G 4 69 0/G4069 | 0000 |AT1RIEEF AT1REEF angiotensin II type 1 receptor gene B2
G 4 69 1/G4069 | 0001 [AT1REEF SRR AT1R polymorphism

8C825| G 4 70 1/G4070 B2 7RLFUILETI—BIEF ADRB2 B2 7RLFUILETI—BIEF beta2-adrenergic receptor gene

8C826| G 4 71 1/G4071 B37RLFUILETI—EIET ADRB3 B37RLFUILETS—BIEF beta3-adrenergic receptor gene

8C828| G 4 72 1/G4072 UCP 1i8{=F UCP 1 B{=F uncoupling protein 1 (mitochondrial, proton carrier)

8C831| G 4 73 0/G4073 | 0000 |27 VBIEF SAMITLEEF dystrophin gene
G 4 73 1/G4073 | 0001 [SANIT1BIET ZRFET dystrophin gene mutation

8C832| G 4 74 0/G4074 | 0000 |#EILESEREHZ A MNIT—BHEBETF BRI RMERFSZ MO/ —BEEEF Fukuyama congenital muscular dystrophy-related gene
G 4 74 1/G4074 | 0001 [fEILESER MRS A MNIT1—BIEIBEE T DNABEARRT Fukuyama congenital muscular dystrophy-related gene insertion
G 4 75 0/G4075 | 0000 |#H3EHSZ NI —BIEF myotonic dystrophy-related gene
G 4 75 1/G4075 (0001 A2 074 —BEF CTGRIEEIIMRT DMPK gene CTG repeat

8C833| G 4 76 0/G4076 | 0000 HTTEEF HTTBEF huntingtin gene
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G 4 76 1/G4076 HTTEEF CAGRIEFCHIERHT huntingtin gene CAG repeat

8C834| G 4 77 0(G4077 ARB{EF ARIBIETF androgen receptor gene B2
G 4 77 1/G4077 ARBIEF CAGRIEACHIERMT androgen receptor gene CAG repeat

8C841| G 4 78 1/G4078 L©FABEF LFBIETF mucin gene

8C851| G 4 79 0/G4079 TTREEF TTREGF transthyretin gene Eis31]
G| 4 79 1|/G4079 TTREET ZR TTR mutation
G 4 80 1/G4080 FERMHEELT hereditary deafness-related gene [
G 4 81 0/G4081 SLC26A4 SLC26A4 8B
G 4 81 1)/G4081 SLC26A4 ZRRARMT SLC26A4 mutation
G 4 82 0/G4082 GIB2 GJB2 mutation 8B
G 4 82 1)/G4082 GIB2 ZERARMT GJB2 mutation
G 4 83 0/G4083 EYA1 EYA1 mutation 8B
G 4 83 1)/G4083 EYA1 ZRSRERMT EYA1 mutation
G 4 84 0/G4084 COCH COCH mutation 8B
G 4 84 1)/G4084 COCH ZESRfEMfT COCH mutation
G 4 85 0/G4085 KCNQ4 KCNQ4 mutation 8B
G 4 85 1/G4085 KCNQ4 ZE#ET KCNQ4 mutation
G 4 86 0/G4086 MYO7A MYQ7A mutation 8B
G 4 86 1|/G4086 MYO7A ZERA#T MYO7A mutation
G 4 87 0/G4087 TECTA TECTA mutation 8B
G 4 87 1|/G4087 TECTA ZERfERT TECTA mutation
G 4 88 0/G4088 POU3F4 POU3F4 mutation 8B
G 4 88 1)/G4088 POU3F4 iB{nF AT POU3F4 mutation
G 4 89 0/G4089 Mito Mito mutation %3]
G 4 89 1)/G4089 Mito SE{EFAEMT Mito mutation
G 4 90 0/G4090 CRYM CRYM mutation 8B
G 4 90 1)/G4090 CRYM &R AR CRYM mutation

8C891| G 4 91 0/G4091 YR EADNA YHREARDNA DNA of Y chromosome %3]

8C892| G 4 92 1/G4092 Y& DYZ1RIEATIFRT YREARDYZ1RIEARS! Y chromosome-specific repeated DNA family (DYZ1) analysis

8C893| G 4 93 1/G4093 YR EIK SRYBIEF YREARSRYEET SRY

8C894| G 4 94 1/G4094 YR TDRBET YREARTDRELEF TDF

8C895| G 4 95 1/G4095 Y# (K DAZ-SRYIBIEF YRE(RDAZ - SRYEEF DAZ, SRY
G 4 95 1/G4095 YRER AZRELF AZF

8C901| G 4 96 0/G4096 MDR1 mdr-1 MDR1
G 4 96 1/G4096 MDR1 B F LR MDR1 polymorphism

8C902| G 4 97 1/G4097 GST-ni&f=F GST-niffzF GST-pi gene

8C911| G 4 98 0/G4098 Fh0-14P450(CYP)2C9 Fh0-LP450(CYP)2C9 CYP2C9
G 4 98 1/G4098 CYP2C9 B FZAFT CYP2C9 polymorphism

8C G| 5 G5 SBEF SR E/BEF EERE(3)

8C921| G 5 1 0/G5001 FhI0-1LP450(CYP)2C19 Fh0-LP450(CYP)2C19 CYP2C19
G 5 1 1/G5001 CYP2C19 B FLZ AR CYP2C19 polymorphism

8C926| G 5 2 0/G5002 Fh0-14P450(CYP)2D6 Fh0—1LP450(CYP)2D6 CYP2D6
G 5 2 1/G5002 CYP2D6 &= FZRUMET CYP2D6 polymorphism
G 5) 2 1/G5002 Fh0-1LP450(CYP)3A4*1B cytochrome P450 CYP3A4*1B
G 5 2 1/G5002 CYP3A4*1B &= FZHUET CYP3A4*1B polymorphism
G 5] 2 1/G5002 Fh0-LP450(CYP)3A5*3 cytochrome P450 CYP3A5*3
G 5 2 1/G5002 CYP3AS5*3 B F LA CYP3A5*3 polymorphism

8C933| G 5 3 0/G5003 UDP-JV )0 Bstris B 3B T UGT1A1 UDP-J V)0 BEErisEs SRBn T uridine diphosphate-glucuronosyltransferase 1 family,polypeptide A1
G| 5 3] 1[G5003 UGT1A1*28, *6 SBIEF 2R UGT1A1*28, *6 polymorphism
G 5] ] 1/G5003 UGT1A1*27 B F LSRRI UGT1A1*27 polymorphism

8C934| G 5 4 1/G5004 ITPABIETF ITPAEETF inosine triphosphate pyrophosphatase gene

8C950| G 5 5 1/G5005 VKORCLE{EF VKORC1E(&F Vitamin K epoxide reductase complex,subunit 1

8C981| G 5 6 1/G5006 FAUZ LA FAYZ LR chimerism analysis

8C986| G 5 7 1/G5007 L9097 514 MREHRE RAYOYT51 MBZESIRE microsatellite instability

8C991| G 5 8 1/G5008 AluRgs! Aluficsl Alu sequence

8C992| G 5 9 1/G5009 RFLPAEHT RFLPfE#T restriction fragment length polymorphism(RFLP) analysis

8C996| G 5 10 1/G5010 ISEACIIARAT IGEALSIRRAT sequence analysis

8C997| G 5 11 1/G5011 CRZ I i o2 il RV s 2N, 2k direct sequencing

8C999| G 5 12 1/G5012 DNAESR DNAEE quantification of DNA
G G

8z G| 9 G9 BIETFRIERE/ZOM

82010| G 9 1 1/G9001 DNAEZAMIS A DNAEZNIS A DNA histogram

8Z011| G 9 2 1/G9002 DNA1>TYIR DNA1>FYIR DNA index

82050| G 9 3 1/G9003 DNA-fragmentation DNA Wi {bigit DNA-fragmentation DNA-fragmentation

8Z100| G 9 4 1/G9004 DFEEETIVER) SFEREIVIEB) molecular weight measurement(gel filtration)

)

LERIRE (GMREI-K)
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JLAC11xt5RY)I—R JLAC1 155!

AIEYD AR

A0010 0000 /R—MEBETEEFTEERE (GRERIR)
A1042 0000 /REEE (FE=
A1052 0000 JRpH (¥E=
A1062 0000 /REE (FE=
A1072 0000 /r¥E (FEE2
A1082 0000 /RHDOEU)-5> (FFE=
A1092 0000 JfrRIOEY> (EEE
A1102 0000 JRAEUIEY (EE=
Al1112 0000 RATRAR (HEE=
Al1122 0000 [RAVIS-T (HE=)
A1132 0000 [RPZIVEEIE (HE=)
Al1142 0000 I RAPEMEK (HE=
A1152 0000 [RHIBHELIE (FE=
A1172 0000 [/RPEBMRIL (FEE)
A1182 0000 [GRIAETOEY (HES
A1192 0000 JRIAVRINVELEE (EE=
A1202 0000 RAILYFZ> (HEE)
A0020 0000 FRABROV-Z>4

?
A0030 0000 FGEXRMARBEREEIIU-ZT (FR)
A1351 0000 JRAETJIZIVTBRAR
A1491 0000 SH{LE¥IEME[K]
A1501 0000 RAERFDY
A1401 0000 =OVKIS[EK]
A1421 0000 (HFURIS[FK]
A1471 0000 AXF1IMRIG[ER]
A1561 0000 XFILNOVEE[FK]
A1571 0000 EMAIZHERE[IKR]
A0040 0000 RIWIAUAERI)—-=>4 (FK)
A1511 0000 Watson-SchwartziS[FR]
A1521 0000 RimingtoniS[EK]
A1531 0000 Dean and Barnes&/t[FK]
A0050 0000 RHPVZJBESE
Al461 0000 FRAERAREY>
Al1471 0000 FRHERADIU>
A1481 0000 GRARRARIA/=I7Z>
A1491 0000 RAZZANSGFOEE
A1501 0000 JREPKLAZY
A1511 0000 RAPEUY
A1521 0000 FRFPIIAZEE
A1531 0000 FRABIILAZY
A1541 0000 FRERHILOSY
A1551 0000 [RHa7IITSEEE
A1561 0000 RIS
A1571 0000 JRAFRVIZ>
A1581 0000 RAPT MUY
A1591 0000 fRAa-7=/-n-B&EE
Al601 0000  FRANU>
Al1611 0000 FRAZAF>
A1621 0000 FREXFAZY
A1631 0000 JRAEPZRHFAZ>
Al641 0000 JRAAYOAS>
Al1651 0000 fRAPOAZ>
Al661 0000 RAPFO>>
A1671 0000 FRAJIZITSZ>
Al681 0000 /RHB-73=>
A1691 0000 RAB-7Z/AVEREE
A1701 0000  fRAPY-7ZJBEEEE
Al1711 0000 FRAIA/-ILTZ>
A1721 0000 JfRAREROFIVUDY
Al1731 0000 FRAEFAINZF>
Al1741 0000 RAERNUTRI7Y
Al1751 0000 FKRAERUT>
Al1761 0000 FRAL-AFIERFZ>
Al1771 0000 FRAFERFZ>
A1781 0000 FRA3-AFIERFZ>
A1791 0000 RAAV>EU>



A1801 0000 JFxHAILIZY

A1811 0000 FREFT7ILEZ>
A1821 0000 FREAEROFS IOV
A1831 0000 FRFTRISES
A1841 0000 FRFAZOU>
A1851 0000 FRHFMRESRF>
A1861 0000  FRHy-73/-B-L ROFSELEE
A1871 0000 FRFILOMSY
A1881 0000 FREANFAZDRIRFIR
A1891 0000 Kk Fischertt
A0060 0000  fE5p
A3021 0000 {ERIICEEK)
A3031 0000  {ERIA(LEI)
A3041 0000 {ERIF(IEE)
A0070 0000 fEFAEIOCY-RSVRTTU>
A2081 0000 fEPAEJOEY
A2091 0000 fEFRS>RIIUY
A0080 0000 fEFAEIOCY-NSVRTIVY (EES
A2082 0000 fEPAEIOCY (HES
A2092 0000 fEHRRS>RTIVY (EES
A0090 0000 BER—ARIRE
?
A0100 0000 BR-+iglR—RE
?
A0110 0000 EEHSRIRE
?
A0120 0000 IBR—MIRE
?
B0010 0000 RMYMR—AFIRE
B1011 0000  FRIMEREK
B1021 0000 ATJOE>
B1031 0000 AYMUyk
B1041 0000 FIFRMBRETE
B1051 0000 FiSFRmBkMERS
B1061 0000 FigFRmMBkMERERE
B1071 0000 #BIRIMERE
B1091 0000  EmmEkEK
B1100 0000  RAYMMRLE
B1111 0000  [/I\iR#K
B0020 SRAY MR
B1101 0000 iFhEREK
B1111 0000 hFEEEREK
B1121 0000 IFEETkE
B1131 0000  HEk#K
B1141 0000 U /CERER
B0030 ABIOC S
B3011 AEJOCSF
B3051 AEJOEVA
B3061 AEJOEVA2
B0040 0000 ENEFRMBREEYIEIRE
B9071 0000 CPC - AMmBIiAS
B9081 0000 CPC - &AM T &
B9091 0000 CPC - AMmig
B9101 0000 CPC - BAAMS




C0010 T NAKSIE

C6071 T RAK

Cc6081 7t NEEES
C6091 3-)\1 ROF B
C0020 VREH

C7421 7IREHEA
C7431 PIREHA- 1
C7441 PIREHA-T
C7451 =]

C7461 7REAC-T
C7471 7IREAC-I
C7481 7IREHE

C7491 TIREEETAYIA— L
C7501 7IRNEHE- B 7R
C7511 7IREEH

C7521 VREHB/A-ILE
C7531 PREHEA-I/A-IILE
C7541 7REAC-1I/C-ItL
C7551 7RER E/C-MILE
C0030 0000 7=J/B&SiE(%8)
C4241 0000 RAREU>
C4251 0000 A~IU>

C4261 0000 /RAKRIA/-ILTZ>
C4271 0000 7RI\SFHE
C4281 0000 NoAZ>

C4291 0000 U

C4301 0000 JIIA=>EE
C4311 0000 JIAz>

C4321 0000 B>

C4331 0000 a7z )7>E s
C4341 0000 JUz>

C4351 0000 73—>

C4361 0000 > hMLU>

C4371 0000 a-7=/-n-fE&E4
C4381 0000 /(U

C4391 0000 >RF>

C4401 0000 AFAZ>

C4411 0000 > RAFAZ>
C4421 0000 (VO4>>
C4431 0000 aO43>

C4441 0000 B-73=>

C4451 0000 B-7Z)A VS
C4461 0000 vy-7ZB&E%
C4471 0000 IA5/)-IV7=z>
C4481 0000 ErROFIID>
C4491 0000 ANZF>

C4501 0000 NI RT7>
C4511 0000 Uz>

C4521 0000 1-XFIVERFZ>
C4531 0000 7>tU>

C4541 0000 AHILJ>>

C4551 0000 7IL+=>

Cc4561 0000 EROF> 7OV
Cc4571 0000 7RIN\SF>
C4581 0000 ~OU>

C4591 0000 KREZAF>
Cc4601 0000 v-73/-B-tROFEEEE
c4611 0000 )iO4>>
Cc4621 0000 AFAZDAIKRFIR
C4633 0000 Fischertt
C4101 0000 FO>>

C4111 0000 JIZIv73=>
C4151 0000 EXFT>

c4161 0000 3-XFIERF>>

C0040 0000 7=/EESEI(RIU-ZY)



C4381
C4401
C4421
C4431
C4101
C4111
C4491
C4151
C4511
C4501
C4551
C4633

C0050
C7661
C7671
C7681
C7691

C0060

C0070
C2851
C2861
C2871

C0080
C3141
C3151
C3161
C3171
C3181
C3191

D0010

D0020

D0030

D0040

D0050

D0060

D0070

H0020
H4301
H4311

HO0030
H4231
H4151
H4161

H0040

HO050
H4231
H4151
H4161

0000
0000
0000
0000
0000
0000
0000
0000
0000
0000
0000
0000

0000
0000
0000
0000
0000

0000

0000
0000
0000
0000

0000
0000
0000
0000
0000
0000
0000

UM,
AFAZ>
AVO(4>>
aO43>
FO>>
JI-IINT73Z>
AWZF>
EXFT>
N>
NZTRI7>
7ILFZ>
Fischerlt

BBk AERAELA 53 B
SIRE-y-UJL B
IAOYRIATES
PIFRIE
RIUAFH I B

FERERHPRERI-22)
?

RI>)-5>

RT3 )-51
RIS )-5>2
RT3 )-45> 1/2k

INYIZAF0TOF7 77—t
INWHZAA0TOF7—1-1
INWHIZAA0TOFT7—1-2
INWIZAF0TOF7—-3
INWIZAF0TOFT7—1E-9
X007 7—tAeEY -1
X007 77—t/ eES -2

FIERBIZROU-=>
?

REERIZOU-2>)
?

SLEAEMRAI) -9
?

7> (opiates)AO—-=>4
?

BRI -2>

?

B2/ bagiin

?

HEFEMER)) -2
?

17-KS253 &
11-A%2-17-KGS
11-7A+2-17-KGS

17-KS373 &
7ILRZAF0O>
IFA33/0>
FEROIEY>ROXFTO>

17-KS673 &
?

17-KS753 &
7ILRZF0O>
IFA33/0>
FEROIEY>ROXFTO>



H4261
H4271
H4281
H4291

H0060
H4301
H4311

H0070
H4231
H4151
H4161
H4261
H4271
H4281
H4291
H6101
H6111
H6121

HO0080
H5141
H5151

H0090
H5141
H5151
H5061

HO100
H5071
H5081
H5141
H5151
H5061
H5011
H5021
H5031

HO110
H5141
H5151

HO0120
H5141
H5151
H5061

0000
0000
0000
0000
0000
0000
0000
0000
0000

0000
0000
0000

0000
0000
0000
0000

11-7h7>RORF0>
11-7hIFA35/0>
11-OH-7>RORFT0O>
11-OH-IFA33./0>

17-KGSTE
11-A%2-17-KGS
11-7A%3-17-KGS

25704 R105TE
7IVRZFO>
IFAT5./0>
FEROIE7> RORFO>
11-7 87> ROAF0O>
11-7 8 NIFATS./0>
11-OH-7>RORFO>
11-OH-IFA15./0>
VIS A=
TUIF>NA=I
TLIF>NADY

AF-IVTZ22531E
7RLFU
VT RLFIS

AF-IVTZ>3530E
7RLFU

VT RLFIS
R=)(=>

AFA-ITAGHEYD
HVA

VMA

7RLFU
JIVTRLFIS

R=)(=>

FEXIRI>

X2V
JIVAEFT)>

WERENT IV 7> 2538
7RLFU
JIVTRLFIS

WERENT )L 7> 353 1E
7RLFU

JIVTRLFIS

R=)(=>






A58 FRYI—N BT R EBIT— R 2 HR JLACEHRI & H(EE &5 1 L)FryT $SRIIgE F5A5yNgE I AURVIGENS=J7]  |ILAC10
A A1560 | 0000 REE
A A1560 | 0001 A
A A1560 | 0002 FRE
A A1560 | 0003 A
A A1560 | 0004 FRE
A A1560 | 0005 FRUE - #lE R
A A1560 | 0006 RIDE-FRE R
A A1560 | 0007 PR — BT RS A
A A1560 | 0008 PRIUE — B F AR IERAAE R
A A1560 0009 FR — i F B MmBkAE FRIE
A A1560 | 0010 FRE
A A1560 | 0011 A
A A1560 | 0012 FRE
A A1560 | 0013 A
A A1560 | 0014 FRE
A A1560 | 0015 A
A A1560 | 0016 FRE
A A1560 | 0017 A
A A1560 | 0018 RE
A A1560 | 0019 A
A A1560 | 0020 FRE
A A1560 | 0021 A
A A1560 0022 B — RERREENIHARE PRIAE
A A1560 | 0023 RUE - XEH#iE (k9077-2) R
A A1560 | 0024 PR — REER R
A A1560 | 0025 — DFEHEHIR R
A A1560 | 0026 RE
A A1560 | 0027 A
A A1560 | 0028 FRE
A A1560 | 0029 A
A A1560 | 0030 FRE
A A1560 | 0031 A
A A1560 | 0032 FRE
A A1560 | 0033 A
A A1560 | 0034 RE
A A1560 | 0035 A
A A1560 | 0036 RE
A A1560 | 0037 A
A A1560 | 0038 RE
A A1560 | 0039 A
A A1560 | 0040 RE
A A1560 | 0041 PRUE - HEAE AR
A A1560 | 0042 PREE — EULES P PRI
A A1560 0043 RIUE -85 (K% M FRIE
A A1560 | 0044 PRJUE — BRI PRI
A A1560 | 0045 RUE-BE A
A A1560 | 0046 A -RE (MIEFR) R
A A1560 | 0047 RUE - REEYEE AR
A A1560 0048 FRILA - BEHRE PRIAE
A A1560 | 0049 PRUE - B R
A A1560 | 0050 y HiEw RIEE
A A1560 | 0051 EREEE AR
A A1560 | 0052 5 FRE
A A1560 | 0094 FRIJCE — 2012 HR RAE
A A1560 | 0095 PRI — ZOMh22FR PRI
A A1560 | 0096 FRICE — 2032 AR
A A1560 | 0097 FRIUE — Z0fh 155 FRE
A A1560 | 0098 FRUE — 20424 A
A A1560 | 0099 PRI — Z0fh 34 RE
A
A A3006 | 0000 BERAMRRAES BERHRRRAEE
A A3006 | 0001 BERAERE — U>) Bk BERHRRIELE
A A3006 | 0002 BERHRRD — SRR BERARRAELE
A A3006 | 0003 BERHHRD — 47 PBk BRAERRAES
A A3006 | 0004 BERAARE — ST EEEK BERAIRRAERR
A A3006 | 0005 BERAIR — iFIREEK BERHRRIELE
A A3006 | 0006 BERHERD — ARSI BERARRAELE
A A3006 | 0007 BERAHAD — SPRZHRRD BERAIRRAEAR
A A3006 | 0008 BERHARD — FRInIK BERAIRRAEAR
A A3006 | 0094 BERHHRD — 2011275 BER RIS
A A3006 | 0095 BE AR — T2 2R BERARRAELE
A A3006 | 0096 BERHHRD — ZOMth32FR BERHRRIELE
A A3006 | 0097 BE AR — TOMh 15552 BERARRAELE
A A3006 | 0098 BERHIR — ZOMh24ER BER RIS
A A3006 | 0099 BE AR — TOMh 3R BERAIRAEAR
A
A A4005 | 0000 ED Nt o 2 ZFRIRHAA
A A4005 | 0001 ZERIRAERD —>) CBR ZFRIRAHR
A A4005 | 0002 ZFRIRHIRD — S RARER ET
A A4005 | 0003 ZER)RABRD — P REk ZFRIRAERD
A A4005 0004 ZERRHARD — FEEEK ZRIRHERE
A A4005 | 0005 L G o = S ZFRIRAERD
A A4005 | 0006 SRR — #EARER ET
A A4005 | 0007 ZFR)RAHRD —H R AR ZFRIRAERD
A A4005 | 0008 ZFRURAERD — FROnER ET
A A4005 | 0094 ZFRIRHRD — TOMh 1275 ZFRIRAERD
A A4005 0095 SRR — 202255 ZRIRHERE
A A4005 | 0096 ZFRIRHRD — TOMh3EFR ZFRIRAERD
A A4005 0097 ZFRIRAIRD — 2O 1558 ZRIRHER
A A4005 | 0098 ZFRIRHRD - TOMh24ER ZFRIRAERD
A A4005 0099 SRR — 2OMh3FER ZRIRHERE
A
A A4008 | 0000 FRRLE FRRE




A A4008 0001 & — FRIEK

A A4008 0002 & — Bmkk

A A4008 0003 & — BIBR(ZSAXE MmEk)

A A4008 | 0004 B — B MER(J>)(ER)

A A4008 0005 & — PRZAHAR

A A4008 0006 — ERZHARE

A A4008 0007 — HEfEK

A A4008 0094 B —ZOM1EI

A A4008 0095 — ZOAtB2E TR

A A4008 0096 — TOf3EFR

A A4008 0097 B — T 14!

A A4008 0098 — T4

A A4008 0099 — ZOfth 34

A

A A5008 0000

A A5008 0001 — FRInEK

A A5008 0002 — |nik

A A5008 0003 — FRZHARE

A A5008 0004 —#iE

A A5008 0005 -8

A A5008 0006 o =1i03]

A A5008 0007 -7

A A5008 0008 -BY%E

A A5008 0094 — ZOf1EZFR

A A5008 0095 — ZDA2E TR

A A5008 0096 — TOf3EFR

A A5008 0097 —ZOfh 155

A A5008 0098 — T4

A A5008 0099 TOAh3HE:

A

A A5018 0000 RESHEE

A A5018 0001 RBSHILE — FRmnEk

A A5018 0002 RETILE — B nEk

A A5018 0003 RESHEE — Ak (S A MEK)

A A5018 0004 RESHE — BmEk(U>/ (k)

A A5018 0005 RBS T — L AZHARE

A A5018 0006 RESTILE — #EREEK

A A5018 0007 BT - EUIEfESR

A A5018 0008 RETILE - LATO-)ViEER

A A5018 0009 RBS 38 — BERY

A A5018 0094 RESTILE — 20l

A A5018 | 0095 BEHIEE — Z0Ath 1{E LR

A A5018 0096 RETILE — 20fth2

A A5018 | 0097 BEHIEE — Z0Ah2{E 2K

A A5018 0098 RETILE — 2043

A A5018 0099 REHILE — TOAh3MEEL

A

A A5026 0000 b

A A5026 0001 8 — FRIMEK

A A5026 0002 8 — MR

A A5026 0003 B — EBR(ZAXE MmEk)

A A5026 | 0004 WA — B nEk(U> ) k)

A A5026 0005 8 — _E RZHARE

A A5026 0006 — HEfRSEK

A A5026 0094 —Z0fthl

A A5026 | 0095 —ZOfh1{EER

A A5026 0096 —Z0fth2

A A5026 | 0097 —ZOfh2{EER

A A5026 0098 —Z0fth3

A A5026 0099 BERLE — TOAb3MEEL

A

A A5028 0000 +ERRLE

A A5028 0001 + i8R — FRInEK

A A5028 0002 + i8R — Bk

A A5028 0003 +Zi50% — BMmER(Z A MEK)

A A5028 | 0004 + ISR — BBk (EK)

A A5028 0005 + 150 & — | RZHAR

A A5028 0006 +i805 a-BFER

A A5028 0007 + i8R & — fRREEK

A A5028 | 0094 T+ IEBRILE - 2012

A A5028 0095 + i8R & — 20282

A A5028 | 0096 T+ IEBRILE - 2O 3B

A A5028 0097 + i8R & - ZOM1FER

A A5028 | 0098 T IEBRILE - TOM2ER ;
A A5028 0099 T TIERRIE - ZOM3FER +ZIERERIA
A

A A5031 0000 BAENR PR BAER PSSR
A A5031 0001 BIERRD PRESTS SR BIERR PSR
A A5031 0002 BIETR FREEF MO LSS monosodium urate crystal BERPES
A A5031 0003 BAEmR EOUSEEHIL S DA calcium pyrophosphate dihydrate crystal BIETR &SR
A A5031 0004 BIETR IBEM BN SV LSS basic calcium phosphate crystal BERES
A A5031 0005 BAETRT 1B NIL UL calcium oxalate crystal BIETR PSSR
A A5031 0006 BIERRR X704 Risas steroid crystal BIETR &SR
B B1010 0000 UFHRERER BFPBRE

B B1010 0000 SFRERER FFERERER

B B1010 0001 FFPEREL (%) BB

B

B B1011 0000 FFEEERER BFEEIRE

B B1011 0000 STEEERER IFEEEREL

B B1011 0001 SFEEEREL (%) BFEEERER
B

B B1012 0000 THRELKER IREBREN
B B1012 0000 YFHEEIRE IFIEEIRER




B B1012 | 0001 YHEEBRE (%) PSRRI
B

B B1013 | 0000 EEBREN BRI
B B1013 [ 0000 e BHIRER
B B1013 | 0001 HIRE (%) BHBREL
B

B B1014 | 0000 > BRER 1> ) GRS
B B1014 [ 0000 1> ) CERER 1> ) GRS
B B1014 | 0001 U>)ERER (%) 1> ) CERER
B

B B1030 | 0000 MR bR
B B1030 [ 0001 MR — iFPEk iR
B B1030 | 0002 MR — FBEER i
B B1030 | 0003 MR — iFEEEK i
B B1030 | 0004 MR — BEER i
B B1030 0005 iR — U)Kk MR
B B1030 | 0006 MRk — HREER i
B B1030 0007 MR — A5 FRIMEK iR
B B1030 | 0008 MR — BR TR MR i
B B1030 | 0009 MR — BRIRFR IR i
B B1030 | 0010 MR — Rk i
B B1030 [ 0011 MR — BRRRIER %o i
B B1030 | 0012 MR — J7 3 Ml bR
B B1030 | 0013 Mgk — REHR i
B B1030 | 0014 Mk — EAHERE i
B B1030 0015 MRS — B>/ VEK MR
B B1030 | 0016 MR — ATLAERD i
B B1030 [ 0017 M — U CEsER i
B B1030 | 0018 MRk — B>/ R i
B B1030 [ 0019 M35 — HCL#ARR i
B B1030 | 0020 MR — B> ) CERERARE i
B B1030 [ 0021 MR — ATLERHERR i
B B1030 | 0022 MR — U ) CiExsRe i
B B1030 | 0023 iR — BRETFERIRINAR i
B B1030 | 0024 MR — REEHRRaRiRR bR
B B1030 [ 0025 MR — REU> ) ERigiHR it
B B1030 | 0026 MRk — HCLAR AR i
B B1030 | 0027 MR — PEERERL it
B B1030 | 0028 MRk -7 — L/VE i
B B1030 [ 0029 MR — POTIVIME i
B B1030 | 0030 MR — /SR> (I —/ MK i
B B1030 [ 0031 MR —/\D TS — /MK i
B B1030 | 0032 MR — ZFER i
B B1030 | 0033 MR — SFERERHRAD i
B B1030 | 0034 Mk — U ) (EFEk i
B B1030 [ 0035 MR — BESFER iR
B B1030 | 0036 MR — HiEEER i
B B1030 0037 MRAG — $hEY > ) sk MRk
B B1030 | 0038 MR — $h3sU> ) ksl i
B B1030 [ 0039 Mgk - AEMRR(XI077—-2) i
B B1030 | 0040 Mk — FPAZAERE i
B B1030 | 0041 MR — fEREER iR
B B1030 | 0042 Mk — AEHAERE i
B B1030 | 0043 & — RERbHERE it
B B1030 | 0044 MR — ks ERe bR
B B1030 0045 MSRAG — HkHESFHERR MR
B B1030 | 0046 MRk — i E iR i
B B1030 0047 MR — SR MR
B B1030 | 0048 MR — SRR TRIER i
B B1030 | 0049 Mgk — hiky MR (3R) it
B B1030 | 0050 MRk — 177 -8R i
B B1030 | 0051 MR — iFPEk iR
B B1030 | 0052 MR — ARRARER i
B B1030 | 0053 MR — DEEAZIR i
B B1030 | 0054 MR — FBEER i
B B1030 0055 MRA — IR EEK MR
B B1030 | 0056 MR — BEER i
B B1030 0057 iR — U~ ) Bk MR
B B1030 | 0058 Mk — BA>)(BR i
B B1030 | 0059 iR — Sk i
B B1030 | 0060 MRk — & Bk bR
B B1030 | 0061 iR — Al k it
B B1030 | 0062 MRk — BREEFER bR
B B1030 | 0063 MR — FREFEK &
B B1030 | 0064 Mk — Az EasERe i
B B1030 0065 MSRAG — /1> \EKR MR
B B1030 | 0066 Mk — KU>) Bk i
B B1030 [ 0067 MR — i PERIB Y B iR
B B1030 | 0068 MRk — ZRAREmEk i
B B1030 | 0069 MR — BOIR (29 ) ARk i
B B1030 0070 MSRAS — BREAZ (B ) ARimEk MR
B B1030 0071 MR — KNAE MRk
B B1030 | 0072 Mk — SREARMER i
B B1030 | 0073 MRk — Z2METR IR it
B B1030 | 0074 MR — ARk i
B B1030 | 0075 MR — IR BRI CAZRIE) FRImER i
B B1030 | 0076 MR — ISR MBS i
B B1030 0077 iR - BOFRIEK(OEIR) MRk
B B1030 | 0078 MR — FEBARMER i
B B1030 0079 R4 — I RFRIMEK MR
B B1030 | 0080 MRk — BFRTRIER i
B B1030 | 0081 MR — B%RIER i
B B1030 | 0082 MR — SESERERR i
B B1030 0083 M4k — SIZE MR




B B1030 | 0084 [M34%k — SHAPE MR

B B1030 0085 MR — A MR

B B1030 | 0086 Mg — BFREFER i

B B1030 0087 MR — ERTREFEK MR

B B1030 | 0088 Mg — BAREFBR i

B B1030 0089 MR — ERZEK MRk

B B1030 | 0090 MR — AIEAZER i

B B1030 0091 MRS — /) ViR MRk

B B1030 | 0092 MR — AL/ R i

B B1030 0093 MR — EA VIR MR

B B1030 | 0094 MR — AFRIER i

B B1030 0095 MR — E7RmnEk MR

B B1030 | 0096 MRR-TOAh 1 MR

B B1030 [ 0097 MRE&-ZDM 1 B2 Ji

B B1030 | 0098 MR&-Z DA 2 MR

B B1030 [ 0099 MR- EDMh 2 28 Ji

B B1030 | 0100 MR&-Z0fth 3 MR

B B1030 [ 0101 MRE&-EDMh 3 B2K Ji

B

B B1031 [ 0000 B BHE5

B B1031 | 0001 BRI — BREZFER BB

B B1031 [ 0002 BREf — AIBBEEK EEE

B B1031 | 0003 BRI — BREEK BHEG%

B B1031 [ 0004 BREfk — BBk EEE

B B1031 0005 EEEER — IR BRI B

B B1031 0006 EEME — IRk DEX B

B B1031 | 0007 SR — T ALK BHEG%

B B1031 [ 0008 BBbE — ISR EEE

B B1031 | 0009 BB — BEER BHEG%

B B1031 [ 0010 Bk — ) Bk EEE

B B1031 | 0011 BB - B8 BR BHEG%

B B1031 [ 0012 Bhfk - L& EEE

B B1031 0013 BRI - D RUF/ B MERR BHEG%

B B1031 0014 EEBMEK — BI7REFEK B

B B1031 0015 EER — REKIERTIREFEK BRbR

B B1031 0016 B — KRR IFEE M B

B B1031 0017 EEER — AR M BRbR

B B1031 0018 BRE — KIRSFER IERM B

B B1031 0019 EER — IEEKIERTREFEK BRbR

B B1031 0020 e — IERSFER IFEEY B

B B1031 | 0021 BB - ERTER 2R BHEG%

B B1031 0022 BHEMR — IEARSFER IERM B

B B1031 0023 BRI — D RUF/ FRFERR BHEG%

B B1031 [ 0024 Bhf - BHERIK EEE

B B1031 | 0025 BRE65% — MR BHEG%

B B1031 0026 B — tERAC A B

B B1031 | 0027 B — RO RUR BHEG%

B B1031 [ 0028 Bhtk-zOfh 1 EEE

B B1031 | 0029 BBEE-TOM 1 B2 BHEG%

B B1031 [ 0030 BhEf-ZOMh 2 EEE

B B1031 | 0031 BBEE-TOM 2 2K BHEG%

B B1031 [ 0032 Bhitk-zofh 3 EEE

B B1031 | 0033 BBEK-TOMh 3 B2 BHEG%

B

B B1008 | 0000 FRINERER

B B1008 | 0001 FRINERER 5.0 F FRIMIREAE

B B1008 | 0002 FRIEREE ~5.5 FRIMBRER

B B1008 | 0003 FRIMBREE ~6 FRIMIREAR

B B1008 | 0004 FRIEREE ~6.5 FRIMBRER

B B1008 | 0005 FRMBREE ~7 FRIMIREAR

B B1008 | 0006 FRIERERE ~7.5 FRIMBRER

B B1008 [ 0007 FRIMBREE ~8 FRIMIREAE

B B1008 | 0008 FRIMEREE ~8.5 FRIMBRER

B B1008 [ 0009 FRIMBREE ~9 FRIMIREAR

B B1008 | 0010 FRIMEREE ~9.5 FRIMBRER

B B1008 | 0011 FRIMBREE ~10 FRIMIREAR

B B1008 | 0012 FRIMEREE ~10.5 FRIMBRER

B B1008 | 0013 FRIMBRERE ~11 FRIMIREAE

B B1008 | 0014 FRIERERE 11,10 F FRMERERR

B

B B1016 | 0000 FIHUITARTPH— PR FINIITARTrH— 3t
B B1016 | 0001 FIHITARTPE—t 4t 0 BY TIHUIAZR TP —CRE
B B1016 | 0002 FIHITARTPH— et 1 BY TIHUTARTrH -3t
B B1016 | 0003 FIHITARTPH— 5 tm 2 BY FIHUITARTTH—E 5

B B1016 | 0004 FIHITARTPH—t5etE 3 B TFINITARTr Y- %

B B1016 | 0005 FIHITARTTE— 5t 4 BY TIVHUIAZR TP —CRE
B B1016 | 0006 FIHITARTPH— P 5etm 5 B TIWNUTARTrH— 3t
B B1016 | 0007 FIHITAZRTTI—CRE (BBIER) FIVHIITARTTH—

B B1016 | 0008 FIHUITAZRTPH—E R (NAPRIT) TIHUTARTrH— 3t
B

B B1023 | 0000 e =) =)

B B1023 0001 #B;EE CTO0Y4h) HEE

B B1023 | 0002 #pe S70J52hN) =)

B

B B2003 0000 SEMAEERSY RO RIS AT B RE SEMEAEERSY MO RIS AT > ESRE
B B2003 [ 0000 APTT (%) SEMELEDS NO>RTS AT~ HR
B B2003 | 0001 APTT (3>hO-Jb) SEMEALEDSY NOSRT S AT S BERE
B B2003 0002 APTT C&M) SEMEEERSY NOVRT S F BERS
B B2003 | 0003 APTT (k) SEMEALEDSY NOS KT SAF S BERS
B

B B2005 0000 805y MOV KT ST ESRE B85 MOVRTSRF VSR
B B2005 [ 0000 PTT (%) 805 NO>RTSAF RS
B B2005 | 0001 PTT (3>hO-Jb) 05y hO>RTSAF > BERE
B B2005 [ 0002 PTT &M 805 hO>RTSAF BRI




B B2005 0003 PTT (tk) B4y hOVRT S AF VBERS
B

B B2006 0000 JOhO>EVESRS JOhOvE>RERS

B B2006 0000 121 PT () JOhO>E>BSRS

B B2006 0001 131 PT (O>hO-)b) JohOE>BERS

B B2006 0002 141 PT (&) JOhO>E>BSRS

B B2006 0003 151 PT (k) JohOE>BERS

B B2006 0004 161 PT (15%0 JOhO>E>BSRS

B B2006 0005 171 PT (ISD) JohOE>BERS

B B2006 0006 181 PT (INR) JOhO>E>BSRS

B

B B2009 0000 rOYARTRS ~OZRTR B

B B2009 0000 1T (#) ~O>ARTZ b

B B2009 0001 TT (3>ho-ib) ~O>ART RN

B B2009 0002 TT GEM) ~O>ARTZ b

B B2009 0003 TT (k) ~O>ART RN

B B2009 0004 TT (3850 ~O>ARTZ b

B

B B2026 0000 7>FhovE> antithrombin 7>FOVEY

B B2026 0000 7>FhOvEY GEM) antithrombin activity 7oFhOvE>

B B2026 0001 7>FhOvEY (RE) antithrombin 7>FOVEY

B

B B2031 0000 TS5 JT52=>

B B2031 0000 T3> (&) T523>

B B2031 0001 T523> (ARE) J52=>

B

B B2032 0000 T5RZ)5> TS5

B B2032 0000 TSR35 GEME) TSR35

B B2032 0001 TS5 (RE) TS5

B

B B2033 0000 TSRZAVEES— TSR/ kB —

B B2033 0000 TSRS — CEME) TSR EES—

B B2033 0001 T5RA VLRS- (HRE) TSR/ ke —

B

B B2064 0000 von Willebrand¥JLF~¥ —f#fr von Willebrand¥JLFY—f#tf
B B2064 0000 HIE von Willebrand L FY—f#tf
B B2064 0001 largeX)LFX— von Willebrand¥JLFY—f#tf
B B2064 0002 mediumvJLFY— von Willebrand L FY—f##f
B B2064 0003 small¥JILFY— von Willebrand¥JLFY—f#tf
B B2064 0004 smallest¥JLFY— von Willebrand L FY—f##f
B

B B2073 0000 Jo74>C protein C JoF4>C

B B2073 0000 JOF4>C GEM) protein C activity Jo74>C

B B2073 0001 JOF1>C (HRE) protein C JoF4>C

B

B B2074 0000 JO0F74>S protein S Jo74>S

B B2074 0001 JoF4>S GEtE) protein S activity Jo074>S

B B2074 0002 JO0F4>S (EE) protein S JO0F4>S

B

B B4013 0000 MRASTERE MRASTRE

B B4013 0001 MRMEHEE (0—5—[BExE 10rpm) MRAEHEE

B B4013 0002 MR¥HEE (0—5 -5 20rpm) IMRAEHEE

B B4013 0003 MmRMHEE (0—5—[DExE 50rpm) MR

B B4013 0004 MRAGHEE (AYRIUYH) IMRAEHEE

C C1001 0000 ERDE ERADE

C C1001 0001 EBNE - PV EADE

C C1001 0002 EEHE - al-J0JU> BADE

C C1001 0003 EENE - a2-907U> EADE

C C1001 0004 EEHE - B-J07U> BADE

C C1001 0005 EBNE - y-JO0JU> EEDE

C C1001 0006 ERDE - MOHE BADE

C C1001 0007 EBDE - A/GEE EADE

C C1001 0008 EEADE - TOfh EERDE

C

© C2003 0000 CK-MB74YI#—1 CK-MB7AYI#—L
C C2003 0001 CK-MB74YJ#—L - MB1 CK-MB7AYI7#4—A

C C2003 0002 CK-MB71YIA—=L - MB2 CK-MB71YIA—A

C C2003 0003 CK-MB74YI#—1 - MB2/MB1tk CK-MB7AYI#4—A

C

© C2005 0000 CK-MM7AYIA—1 CK-MM74YIx—1
C C2005 0001 CK-MM74YI#4—1A - MM1 CK-MM74YIA—1
C C2005 0002 CK-MM74YI#A—1 - MM2 CK-MM74YIx—1r
C C2005 0003 CK-MM74YI#4—1A - MM3 CK-MM74YIA—1
C C2005 0004 CK-MM7AYTA—1 - MM3/MM1Lb CK-MM7AYTA—1
C

© C2006 0000 CKTAVH1 A CK7AYH1 A

C C2006 0001 CK74YH1 L - BB CK7AYH1 A

C C2006 0002 CK7AYH1 L - MB CKT7AYH11r

C C2006 0003 CK7AYH1 L - MM CK7AYHA L\

C C2006 0004 CKPAVYHAL - FIVIZ> CKT7AYY1r

C C2006 0005 CK7AVT1 L\ - ZOAth CK7AYHA LA

C

© C2007 0000 CKIAYGALT IR~ CKT7AIYA LTI~
C C2007 0001 CKF7AVHLLT7 I - 1g-G CKT7AVYA LTI~
C C2007 0002 CKPAVHA1 LT IX)— - Ig-A CKPAVYA LT II—
C C2007 0003 CK7AVHA L7 )X~ - Ig-M CKT7AVYA LTI~
C C2007 0004 CKPAVHLLTIR)— - K CKPAVYA LT II—
C C2007 0005 CKTZAVHALTII)— - A CKT7AVHA LTI~
C C2007 0006 CKPAVHA LT IX)— - ZOAh CK7AVYA LT II—
C

© C2009 0000 GOT7AYYA GOT7AYYA

C C2009 0001 GOT7AYHA /A - s-GOT (Y4 KJ—JLGOT, s-AST) GOT7AYYA A

C C2009 0002 GOT74YY1 A - m-GOT(SRI>RYFPGOT, m-AST) GOT7AYH1 L




C
C C2013 | 0000 LDHZAVYYA A LDH7AYYA L

C C2013 | 0001 LDH7AYH4 /s - LDH1 LDH7AYH1r

C C2013 | 0002 LDH7AYY4 /s - LDH2 LDHZAYYAx

C C2013 | 0003 LDH7AYH4 L - LDH3 LDH7AYH1r

C C2013 | 0004 LDH7AYY1 /s - LDH4 LDHZAYYA s

C C2013 | 0005 LDH7AYH4 L - LDH5 LDH7AYH1r

C 2013 | 0006 LDH7AVYA L\ - ZOAh LDHZAYYA s

C

C C2014 | 0000 LDHZAYYA LT JRU— LDH7AYHYA LT JX—

C C2014 | 0001 LDH7AYYA L7 )R- - 1g-G LDH7AYHGA LT JRY—

C C2014 | 0002 LDH7AYYA L7 JIU— - Ig-A LDHZAYYA LT JR—

C C2014 | 0003 LDH7AYHA LT JRU— - Ig-M LDH7AYHA LT JRY—

C C2014 | 0004 LDH7AYYA LT JIU— - k LDHZAYYGA LT JR—

C C2014 | 0005 LDHZAYHA LT IRU— - A LDH7AYHGA LT JRU—

C C2014 | 0006 LDH7AYYA LT JRU— - Tt LDHZAYYA LT JR—

C

C C2021 | 0000 ALP7AVYHA LA ALPPAYHA L\

C C2021 | 0001 ALP7AYYA Ly - ALP1 ALP7AYHA s

C 2021 | 0002 ALP7AYYA L - ALP2 ALPPAYYA L\

C C2021 | 0003 ALP7AYYA L - ALP3 ALP7AYHA s

C 2021 | 0004 ALP7AVYA L - ALP4 ALPPAYYA s

C C2021 | 0005 ALP7AYYA L - ALP5 ALP7AYHA s

C 2021 | 0006 ALP7AYYA L - ALP6 ALPPAYYA L\

C C2021 | 0007 ALP7AYHA L - ALP2+3 ALP7AYHA s

C 2021 | 0008 ALP7AYYA L - ALP3+4 ALPPAYYA L\

C C2021 | 0009 ALP7AVHA L - ZOAth ALP7AYHA s

C

C C2022 0000 ALPPAVYA L (FOF7—E/ /15329 CUUB7HO—-RE) ALP7AVHAL (FOT7—E/IA5=F— BT HD—Z5%)
C €2022 | 0001 ALP7AYYAL (TO77—E/)4 — U7 0-ZE) - ALP1 ALPPAVYA L (FOFT7—1//153Z5—CABTHO—R3E)
C C2022 0002 ALP7AVY14 L (FOF7—E/)4 —CABE7HO-Z%) - ALP2 ALP7AVHA L (FOFT7—E/IA532H—CAIBT7HD—-Z5%)
C 2022 | 0003 ALP7AYYAL (FO77—E/)4 —CUUE7 0-AE) - ALP3 ALPPAVYA L (FOF7—1//153=5—PABT7HO—R3%)
C C2022 0004 ALP7AVYA L (FOF7—/)4 —CABE7HO-Z%) - ALP4 ALP7AYVHAL (TFOFT7—E/IA532H— BT HD—-25%)
C C2022 0005 ALPPAVYA L (TJOFT7-E /1 —PYUE7HO0-R%) - ALPS ALPPAVYA [\ (TO57—8//A532—CAIE7HO-XE)
C C2022 0006 ALP7AVYA L (FOF7—E/)4 —CABE7HO-Z%) - ALP6 ALP7AVHA L (FOFT7—E/IA53=H— BT HO—-Z5%)
C 2022 | 0007 ALP7AVYAL (FOF7—8//A5325—CUUB7iO-AE) - ALP2+3 ALPPAVYA L (FOT7—1//155=5—CABT7HO—R3%)
C C2022 0008 ALPPAVYAL (FOF7—E/I15329—CUIB7HO-RE) - ALP3+4 ALP7AVHAL (FOFT7—E/IA53=H— BT HD—-Z5%)
C 2022 | 0009 ALP7AVYA L (TOF7—B//A532H—CUUBT7HO-RE) - 2Ot ALPPAVYA L (FOFT7—1//153=5—PABTHO— %)
C

C C2023 | 0000 ALP7AYYALT JRU— ALPPAYYGALT IR—

C C2023 | 0001 ALP7AYYA LT )R- - 1g-G ALPFAYHALT JRU—

C 2023 | 0002 ALPPAYYA LT JIU— - Ig-A ALPPAYYGALT JRU—

C C2023 | 0003 ALP7AYYA LT JIU— - Ig-M ALPFAYHALT JRU—

C 2023 | 0004 ALPPAVYA LT JIU— - k ALPPAYYALT JR—

C C2023 | 0005 ALPPAYHA LT IIU— - A ALPFAYHALT JRU—

C 2023 | 0006 ALPPAYYA LT JIU— - ZDAth ALPPAYYGALT JRU—

C

C C2025 | 0000 g -GTP7AYYAL g -GTP7AYYA L

C C2025 | 0001 g -GTPT7AYYALr - PVI AT E g -GTP7AYHA s

C 2025 | 0002 g -GTP7AYYA L - a1 JOJU> A& g -GTP7AYYA L

C C2025 | 0003 g -GTP7AYYA /s - a27 07 A1 E g -GTP7AYHA s

C 2025 | 0004 g -GTP7AYYA L - b JOTUAIHE g -GTP7AYYA L

C C2025 | 0005 g -GTP7AYYALr - g JOTUSAISE g -GTP7AYHALs

C

C C2028 | 0000 JVIZT5—F JUVIZT5—t

C 2028 | 0001 JUYIZT5-F - E(TRUE) JVIRT5—E

C 2028 | 0002 JUVIZT5— - BEE(PSEUDO) JVIZT5—F

C

C C2029 | 0000 JU>IZF5—(DN-FN) JY>IZ75—t(DN-FN)

C €2029 | 0001 JU>IZF5—t(DN-FN) - DN JU>IZT5—t(DN-FN)

C C2029 | 0002 JUYIZF5—H(DN-FN) - FN JU>IZ75—t(DN-FN)

C

C C2034 | 0000 LAPZAYYA L\ LAP7AYHA s

C 2034 | 0001 LAPFAYYA Lr - PV IZAIDE LAP7AYYA L

C C2034 | 0002 LAPPZAYYA L\ - alJ0JU>AI5E LAP7AYHA s

C C2034 | 0003 LAP7AYHYA L - a2J0TUAIH & LAP7AYYA L

C C2034 | 0004 LAPZAYHYA 1\ - b JOTULAIS B LAP7AYHA s

C C2034 | 0005 LAP7AYYA L\ - g JOTUSAISE LAP7AYYA L

C

C C2039 | 0000 PE5—ET7AYTAL FE5—CTAYT1L

C C2039 | 0001 T5—PTAYYA L - S(total) —ET7AVTAL

C 2039 | 0002 P35—P7{YYAL - P(total) —ET7AYYAL

C C2039 | 0003 735—P7AYYA L - M-S(major-S) TI5—ETAVTAL

C 2039 | 0004 PE5—CT7AYTALL - S2 FE5—CTAYTAL

C C2039 | 0005 735-ET7AYTA1L - S3 TI5—ETAVTAL

C 2039 | 0006 P5—PT7AYTAL - S4 FE5—CTAYTAL

C C2039 | 0007 75— 7AYY4 L - m-S(minor-S) TI5—ETAVTAL

C 2039 | 0008 75— 7{YY1 L - M-P(major-P) TE5—ET7AYYAL

C C2039 | 0009 TE5-ET7AVTALL - P2 —ET7AVTAL

C 2039 | 0010 P5—P7AYTAL - P3 7YYL

C C2039 | 0011 TI5-CT7AVTAL - P4 —ET7AVTAL

C 2039 | 0012 P=5—P7{YYA L - m-P(minor-P) 7YYL

C C2039 | 0013 FE5—ET7AYYAL - P/SLE —ET7AVTAL

C 2039 | 0014 P5—P7AYYAL - S/PLE e DrRIN

C C2039 | 0015 TI5-CTAYTAL - ZOABL SS—ETAVTAL

C 2039 | 0016 FE5—ET7AVYYAL - ZOAM2 TE5—ET7AYYAL

C

C C2040 | 0000 PE5—CT7AYYALTIR)— PE5—CTAYYALTIR—

C C2040 | 0001 T5—ET7AYFALT II)— - 1g-G —ETAVTLLTIRI—

C 2040 | 0002 P5—BFAYTLLT IIV— - Ig-A —EFAYHA LT IR—

C C2040 | 0003 T5-CT7AVFALT IV - 1g-M —ET7AVTALTIRI—

C 2040 | 0004 P5—CFAYTALT IIV— - K —EFAYHA LT IR—

C C2040 | 0005 TE5—CTAVFALT IIV— - A TE5—ETAVTALTII—

C 2040 | 0006 FE5—CTAYTF1LT I - Z0Ofth FE5—ET7AVYALT IR—




C

C C2083 | 0000 NAGT7AYY1 L NAGZAYYA L

C C2083 | 0001 NAG7AYHA L - ADTE NAG7AYTA 1

C C2083 | 0002 NAGZAYHA L\ - BE NAG7AYY1r

C C2083 | 0003 NAG7AYH4 L - I5Ei(Intermediates) &) NAG7AYTA 1

C

C C4015 | 0000 LAIEEDE LAJEEDE

C C4015 | 0001 LAJEBADE - 7T E LIEEDE

C C4015 | 0002 LAIEBEDE - alJOI S AIDE LAJEEDE

C C4015 | 0003 LIEEDE - a2J 0TI E LIEEDE

C C4015 | 0004 LAIEBEDE - b JOJUSAIDE LAJEEDE

C C4015 | 0005 LIEEDE - g JOTUAIDE LIEEDE

C

C C6066 | 0000 BB 53 URNERSE

C C6066 | 0001 UREBDE UNE RSB

C C6066 | 0002 a-UREH HDL YREEDE

C C6066 | 0003 B-UREEH LDL REESYE

C C6066 | 0004 pre B-URER VLDL YREEDE

C C6066 | 0005 H40z90> CcM REESYE

C C6066 | 0006 pre B+ B YREEDE

C C6066 | 0007 T UNE RSB

C C6066 | 0008 Z0fth URERDE

C C6066 | 0009 EE/(UR UNE RSB

C

C C6078 | 0000 URE B D E[LEEE] RSB L]

C C6078 0001 UREB DB LEEE] UREBDE[LLEE]

C C6078 | 0002 B-UREEH LDL URE S E LA ]

C C6078 0003 pre B-UREH VLDL URERDEI[LEEE]

C C6078 | 0004 H40z90> &Y URE B SYE A

C

C C6084 | 0000 VBB EREZAITE UINE B D EREESAIE

C C6066 0001 UREBDEREEAIE JREB D EHE

C C6066 | 0002 a-UREH HDL URE S EA

C C6066 | 0003 B-URER LDL URE A EHE?

C C6066 | 0004 RSt EURE S IDL UREBE D EHE

C C6066 0005 pre B-UREH VLDL URE B D EE

C C6066 | 0006 H40z90> CcM VREE S EREEAITE

C

C C6069 | 0000 VBB AEE D E UNEBRRE S B

C C6069 0001 UREBREDE JREBREEDE

C C6069 | 0002 #IALATO-)L UNERRRE S

C C6069 | 0003 VLDL-JLZF0-Jb UREBEESDE

C C6069 | 0004 LDL-OLAFO-) UREEAEEDE

C C6069 0005 HDL-JLZF0-)L UREREESDE

C C6069 | 0006 [ANZIIN UNERRRE S

C C6069 0007 VLDL-NJFUEUR UREBEESDE

C C6069 | 0008 LDL-NJHUEUR UNERRRE S

C C6069 | 0009 HDL-KJJEYR UREBEESDE

C C6069 | 0010 HUVREE UNERRRE S

C C6069 | 0011 VLDL-U>AEE UREBEESDE

C C6069 | 0012 LDL-U>AEE UNERRRE S

C C6069 | 0013 HDL-UVBEE UREBEESDE

C

C C6070 | 0000 YREBEILATO-SE YREEILZTO-VSE
C C6070 | 0000 UREBEILATO-VE UREBILATO-)VDE
C C6070 | 0001 #WILATO-)L YREEILZTO-VSE
C C6070 | 0002 VLDL-JLAFO0-Jb JREBILATO-)VE
C C6070 | 0003 LDL-OLZFO-)b YREEILZTO-VSE
C C6070 | 0004 HDL-JLZF0-)b JRERBILATO-)VDE
C 6070 | 0005 NI YREEILZTO-VSE
C C6070 | 0006 VLDL-~JFUYR VRERBILATO-)VE
C C6070 | 0007 LDL-NJHUEUR YREEILZTO-VSE
C C6070 | 0008 HDL-kJJUEYR JREBILATO-)VDE
C C6070 | 0009 VBB YREEILZTO-VSE
C C6070 | 0010 VLDL-U>AgE JREBILATO-)VDE
C C6070 | 0011 LDL-U>AEE YREEILZTO-VSE
C C6070 | 0012 HDL-U>AgE JREBILATO-)VDE
C

© C6071 0000 URE B NJULY RS E UREE NJUEY RS B
C C6071 0000 UREE NIULY RS E YREE MY UE) RS E
C C6071 0001 #IALATO-)L URZEE MUY RS E
C C6071 0002 VLDL-OLZF0-)L R NJULY RS E
C C6071 0003 LDL-OLAFO-)b URZEE MUY RS E
C C6071 0004 HDL-JLZF0-)L R NJULY RS E
C C6071 0005 FRJULUR UREE NJUEY RSB
C C6071 0006 VLDL-NJJUEUR R NJULY RS E
C C6071 0007 LDL-~JHUEUR URZEE MUY RS E
C C6071 0008 HDL- NJJJEUR YREE MY UE) R E
C C6071 0009 #U>REE UREE NJUEY RS B
C C6071 0010 VLDL-U>AEE YREE MUY RDE
C C6071 0011 LDL-U>AEE URZEE MUY RS E
C C6071 0012 HDL-UBgE YREE MUY RDE
C

C C6072 | 0000 UNEE Y BEE S Bl URERYVBEEE

C C6072 | 0000 UREBUVEEDE UREEUVBEE S E

C C6072 | 0001 #WILATO-) URERYVREEDE

C C6072 | 0002 VLDL-JLAFO0-Jb UREEUVBEE S E

C C6072 | 0003 LDL-OLZFO-)b URERYVBEEDE

C C6072 | 0004 HDL-JLZF0-)b UREEUVBEE S E

C C6072 0005 FNJIUEUR JREBRYVAEEDE

C C6072 | 0006 VLDL-~JFUUR UREEUVBEE S E

C C6072 0007 LDL-NJHJUEYR URERYVREEDE

C C6072 | 0008 HDL-kJJUEYR UREEUVBEE S E

C C6072 | 0009 HUVBEE URERYVREEDE




C C6072 0010 VLDL-U>BEES UREBYVAEEDE
C C6072 0011 LDL-U>BEEE JREBRUVAEEDE
C C6072 0012 HDL-UAEE UREBYVAEEDE
C

C C8010 0000 MiEHR MRAR

C C8010 0001 MRHR MRHR

C C8010 0002 pH pH MMRAR

C C8010 0003 pH(T) pH(T) MRHR

C C8010 0004 pCO2 pCO2 MMRAR

C C8010 0005 pCO2(T) pCO2(T) MRHR

C C8010 0006 p02 p0O2 MMRAR

C C8010 0007 p02(T) p0O2(T) MRHR

C C8010 0008 HCO3- HCO3- MMRAR

C C8010 0009 HCO3- std HCO3- std MRHR

C C8010 0010 BE BE MMRAR

C C8010 0011 BE (ecf) BE (ecf) MRHR

C C8010 0012 O2£3%0 (02SAT) O2fa#] (O2SAT) MR

C C8010 0013 TCO2 (ctC0O2) TCO2 (ctC02) MRHR

C C8010 0014 AEJOE> Hemoglobin MR

C C8010 0015 AY MUy Hematocrit MRAR

C C8010 0016 02CT 02CT MMRAR

C C8010 0017 0O2Hb 0O2Hb MRHR

C C8010 0018 COHb COHb MMRAR

C C8010 0019 MedHb MedHb MRHR

C C8010 0020 BP Ffzld Baro BP or Baro MMRAR

C C8010 0021 AnGap AnGap MRHR

C C8010 0022 AnGap (K+) AnGap (K+) MR

C C8010 0023 S02 S02 MRHR

C C8010 0024 BO2 BO2 MMRHR

C C8010 0025 CO2CAP CO2CAP MRHR

C C8010 0026 P50 P50 MMRHR

C C8010 0027 PO2a/A PO2a/A MRHR

C C8010 0028 ct02 ct02 MMRHR

C C8010 0029 ctO2 (a) ct02 (a) MRAR

C C8010 0030 A-aD0O2 A-aDO2 MMRHR

C C8010 0031 RI (T) RI (T) MRAR

C C8010 0032 Qsp/Qt (T) Ffz(d Fshunt (T) Qsp/Qt (T) or Fshunt (T) MR

C C8010 0033 FI02 FI02 MRAR

C C8010 0034 E5MERE Amount of oxygen MMRHR

C C8010 0035 R bR Blood collecting time MRAR

C C8010 0036 SAITE RS Measurement time MR

C C8010 0037 KR Body temperature MRAR

C C8010 0038 Na+ Na+ MR

C C8010 0039 K+ K+ MRAR

C C8010 0040 Cl- Cl- MMRHR

C C8010 0041 Ca++ Ca++ MRAR

C C8010 0042 Ca++ (7.4) Ca++ (7.4) MR

C C8010 0043 Glucose Glucose MRAR

C C8010 0044 Lactate Lactate MR

C C8010 0045 Creatinine Creatinine MRAR

C C8010 0046 Billirubin Billirubin MMRHR

C C8010 0047 Mg++ Mg++ MRHR

D D4016 | 0000 fERDH LEy=pail

D D4016 0001 [ =variil fEan

D D4016 0002 VNI SO

D D4016 0003 USEENILSI L fEan

D D4016 0004 REEDIVSD L SO

D D4016 0005 USEERIRSILTSEZI A fEan

D D4016 0006 PRES SO

D D4016 0007 FREEF NI fEan

D D4016 0008 SAF> SO

D D4016 0009 U BKFRAIN I L fEant

D D4016 0010 PRESTEZD L SO

D D4016 0011 ALZF0-)b fEan

D D4016 0012 EUNESAIVZIL SO

D D4016 0013 RERAEENILS D L fEant

D D4016 0014 ES=] EaOi

D D4016 0015 PIERERS fEan

D D4016 | 0016 ZYEE FEEIH

D D4016 0017 FHOFY fEan

D D4016 0018 7Ty SO

D D4016 0019 I ErE S VESPIN fEan

D D4016 0020 Tt SO

D D4016 0021 REYE fEan

E E1030 0000 SEERKE KEf
E E1030 | 0001 ALBZE JL7NIZ> &)
E E1030 0002 ALBSYE 7IJZ> KEf
E E1030 0003 alfE al-7>FNTS> KB
E E1030 0004 29 @ a2-3¥y040JV> KEf
E E1030 0005 a2%iE /\IMoE> JKEN
E E1030 0006 b SE ANERFI> JKED
E E1030 0007 b B ~52ZJ1U> KB
E E1030 0008 b 3@ C3 KEf
E E1030 0009 g 7iE IgA JKEN
E E1030 0010 g oE 1gG JKED
E E1030 0011 g 77iE IgM JKEN
E E1030 0012 ot SUKED
E

E E3048 0000 Mac- &5 5 EESEHERR IR Mac-2f5E 5 AEIHERR R A
E E3048 0000 Mac-2fEEE SETHE R IR CRIE(E) Mac-2#5E & EVESHIEE R IR
E E3048 0001 Mac-2fEEEEETHEMRIAR (HIE) Mac-2f5E%E I MESHIE R R A
E




E4043 0000 5'-NPD-V 5'-NPD-V

E
E E4043 | 0000 5'-NPD-5 (mm) 5'-NPD-V

E E4043 | 0001 5'-NPD-3 (%) 5'-NPD-V

E E4043 | 0002 5'-NPD-4 (%) 5'-NPD-V

E E4043 | 0003 5'-NPD-5 (%) 5'-NPD-V

E

E E5002 | 0000 A ED) TR (B)

E E5002 0001 TR F AiE)-198 (homogeneous)f! TR (BY)

E E5002 | 0002 UL F A%)-iD#R (peripheral B! LR (BY)

E E5002 | 0003 FAZIUA(F ASK)-BHZ (speckled)E! TSR ()

E E5002 0004 TUAZITUA( F ASE)-#/ME(nucleolar) B TUZTR (8Y)

E E5002 0005 FUZIUAR( F ASE)-8R7EBEsa (discrete speckled)E! AZdAR (B

E E5002 0006 TUAZITUA( F A E)-#R3ES (cytoplasmic) Y TUZTR (8Y)

E E5002 0007 FUZIUA( F ASK)-t2> NIXT (centromere) & TR (BY)

E E5002 | 0008 LA F A3%)-38%i(granular)BY LR (BY)

E E5002 0009 FUZITUA( F ASK)-#E(nuclear membrane)&! TR (BY)

E E5002 | 0010 FUZHAAAR (F ASE)— P CN AR LR (BY)

E E5002 | 0011 ik (F A%)— P CN ARREY TSR ()

E E5002 0012 TUAZITUA( F A SE)-fb#8A(mitotic spindle)#L TUZTR (8Y)

E E5002 0013 A (FAR)—NuMa-—1 TR (BY)

E E5002 | 0014 U (F ASE)—NuMa —2 LR (BY)

E E5002 0015 FUZHUA( F ATE)-FiLA(centriole)BY TR (BY)

E E5002 | 0016 FUZHAAAR( F A3%)-TILS4K(Golgi body)EL LR (BY)

E E5002 0017 FUZIUA (F ASR) — TR 1 TR (BY)

E E5002 | 0018 FUZHA (F ASE) — ZOfhREE] 2 LR (BY)

E

E E5126 0000 W=TZA7>FIAT7HI5N W=F2R7>FA7I5>b

E E5126 | 0000 W=T27>FA7I5>N ($IE) W—TR7>FIA755> b

E E5126 0001 W=TR7>FIA7I58 (FERIRPT) W=F2R7>FIA7I5>b

E E5126 | 0002 W—T27>FA7I5> bk (FHIRPT) W—TR7>FIA755> b

E E5126 0003 W=TA7>FIA7H5~ (PTLE) W=F2R7>FIA7I5>b

E

E E5127 0000 W—TR7>FA7I) 5> MFERSY L SR REE) W—T2R7>FAT7I 5> NFEIRSYLIVIE SIS REE)
E E5127 | 0001 W—TR7>FAT755> NERSVEIVIESEREDE) - T1/T2tt W=T27>FA79 5> NFEIRFY LI IESHRDE)
E E5127 0002 W=TZ7>FIAT7I 5> NFHIRSYIIESEEE) - T1 W=T2R7>FIAT7I 5> NFHIRSYLIVIE SIS RIE)
E E5127 | 0003 W=T27>FA7I 5> NFERSYLIIESIRDE) - T2 W=T27>FA79 5> NFEIRSY I IESHRDE)
E

E E5128 [ 0000 W=T27>FA7I 5> NFERSvEIIESERTE) W=T27>FA7I 5> NFEIRSYLIIESRRDE)
E E5128 0001 W=TR7>FATH5NUVBEERITE) - T1-T2 W=T2RP>FIAT7I 52 NFIRSYLIVIE SIS RIE)
E E5128 | 0002 W—T27>FA7I 5> MUSREBRIE) - T1 W=T27>FAT79 5> NFEIRSY LI IESHRDE)
E E5128 0003 W=TR7>FATH5 NUVBEERITE) - T2 W=T2R7>FIAT7I 52 NFIRSYLIVIE SIS RIE)
v V1006 | 0000 =57 - NSOXTAAHA-IgA 07 - NSORTARHidA-IgA

v V1006 | 0000 07 - NSORTAZAA-IgA  GRITEAE) 7 - N5IRTAAHAE-IgA

v V1006 | 0001 07 - NSIRTAZHUE-IgA (HITE) 7 - NSORTARHE-IgA

v

v V1006 | 0000 5257 NSOXTAAHiR-IgG 07 - NSORTARHiA-1gG

v V1006 | 0000 )7 - NSIRTAZE-19G_CRIETE) 7 - NSIRTAAME-1gG

v V1006 | 0001 7 - NSIRTAZHUE-1gG_(HITE) 7 - NSORTARHE-1gG

v

v V1008 | 0000 =37 - NSOXTAAHUE-IgM - NSOXF A2 HidE-IgM

v V1008 | 0000 7 - NSIRTAZHE-IgM _ CRITESE) - hNSOXT1R¥itk-IgM

v V1008 | 0001 - NSOXTARHA-IgM  ($I7E) - N5OYF 12 HdE-IgM

v

v V1013 | 0000 J52R745 - Z1—E-THifk IgG 5-Z1—E-THik IgG

v V1013 | 0000 933R745-Z1—E-THuk IgG_CRIESE) 5-21—-E-THIAK IgG

v V1013 | 0001 J52R745- Z1—E-THIAK IgG_($IE) —1—E-THitk IgG

v

v V1014 | 0000 J52R745 - Z1—EZTHifk IgA 5-Z1—E-THiK IgA

v V1014 | 0000 53R745-Z1—E-THudk IgA GRIEME) 5-Z1—EC-THIA IgA

v V1014 | 0001 J52R745- Z1—EZTHIAK IgA (HITE) 952R745- 21— EZTHifk IgA

v

v V1061 | 0000 #5855 bLIRR— AR #585 MR — oA

Vv V1061 0000 #5835 NLAR—HA  CRITEE) #5585 ALAR—THUA

\ V1061 0001 B LR —IHUA (HITE) 188 hLARR— LA

v

v V1064 | 0000 #5835 bLIRR—YHi4A FTA-ABS #8585 L 7RR— ik FTA-ABS

v V1064 0000 #8585 NLARR—HIR FTA-ABS (HITE) #5585 NLARR— TR FTA-ABS

v V1064 | 0001 #5835 bLIRR—YHiA FTA-ABS (1:5) #555 LR —IH4K FTA-ABS

v V1064 0002 #8585 NLARR—HUA FTA-ABS (1:20) #5585 NLARR— TR FTA-ABS

v

v V1065 [ 0000 #5235 hLIRR—Y#4K FTA-ABS IgM #3835 hLARR— #7144 FTA-ABS IgM
v V1065 | 0000 #5535 bLIRR— 4R FTA-ABS IgM (HITE) #555 LR —YH4K FTA-ABS IgM
vV V1065 0001 #8585 NLARR—YH14A FTA-ABS IgM (1:5) #5585 RLARR— LA FTA-ABS IgM
v V1065 | 0002 #5835 L RR—<Hifk FTA-ABS IgM (1:20) #555 LR — IH4K FTA-ABS IgM
v

\ V1004 0000 DavidsohnRIREHER DavidsohnRIRHER

vV V1004 0001 DavidsohnIRURGRER (VS FRMmEk) DavidsohnIRUNGHER

\ V1004 0002 DavidsohniRINERER (Y FRmEk) DavidsohnIRUNEHER

Vv V1004 0003 DavidsohnIRUNERER (RIRUN) DavidsohnIRUREHER

v

v V1107 | 0000 FRRIVFIN 2R FRRIVEIZIR

v V1107 | 0000 FARIVEIZR CRITESE) TFARIVEI IR

v V1107 | 0001 FRRIVEIWZIAER ($IE) TARIENZHR

v

v V1112 [ 0000 (1—3)-b-DIIh> (1—3)-b-DJILh>

v V1112 | 0000 (1—3)-b-DJIVh> CRIZETE) (1—3)-b-DIILH>

v V1112 | 0001 (1-3)-b-DJIh> ($IE) (1-3)-b-DIILH>

v

v V1113 | 0000 ~IZARO> - 7HEE ~aZRO> - UL

v V1113 | 0000 NIZRO> - 7HEA (BIERAE) RIZRO> - 7oL

v V1113 | 0001 NIZRO> - PHEUR CHITE) ~aZRO> - YLK

v

v

V1126 | 0000 FERERE ORI > —J10> -y T B R AR A > —DJ10> -y




\ V1126 0000 EREEREORREER Y- J10>-y CHERR) FEAKES R R R A > — D10 -y

\ V1126 0001 ERERRE ORI > —-J10>-y GRIEBA) BE1>4-J10>-y

\ V1126 0002 EREEREO R > Y —-J10>-y CAIEMEM) BiA>%5—J10>-y

\ V1126 0003 ERERR SRR~ —-J10>-y (BRI~ hI-)L) BE1>H—J10>-y

\ V1126 0004 RS RE ORI > Y —-J10>-y (BBED>I-)L) Bt (>4 —J10>-y

v V1126 0005 ERESREORBIEER(>Y—J10>-y (EAST-6) Bl >%5—J10>-y

i V1126 0006 RS RE ORI > 5 —-J10>-y (CEP10) FEAKES R R AR A > —J10> -y

£ E1012 0010 001[0 [JULAVAERD Sweet vernal grass AFXRHEYITERD (IgE) JULHYIER ULy ULy
E E1012 0011 0011 JULHY-RIEE AREHBITER (IgE)

E E1012 0012 001(2 JULAY-U3R A RHEYTER (IgE)

E E1012 0013 001(3 JULHY-$IE AREHBIITER (IgE)

E E1012 0020 002|0 [F39F+3/\TE Bermuda grass A RHEYTER (IgE) FIvFIIN\TERH FavFIN FavFIN
E E1012 0030 003|0 [hEAVIE Cocksfoot AREHBITER (IgE) HEAVIER HELY HELY
E E1012 0040 004|0 |34 6VER Velvet grass A RHEYTER (IgE) >IUhHY

E E1012 0050 005|0 [IZXHFH(B)TER Redtop AREHBIITER (IgE) IXNTH(B)ER IXNTH(E)

E E1012 | 0060 006|0 [FH/\JBIER Meadow grass AFRUEYITER (IgE) FTHIIBTER THIIY

E E1012 0070 007[0 [EO\DS /55 BTER Meadow fescue A RHBYTER (IgE) EO\IS 559 TER EO/\9S 55

E E1012 0080 008[0 [AARZXJTYRITER Meadow foxtail A RHEYTER (IgE) AAZZAITYIRITERD AAZRZAITYIRD

E E1012 0090 009[0 [AATIHIVTER Timothy ARRHEYITERD (IQE) AATIAIVIERD AATIHTY AATIHTY
E E1012 0100 010[0 |[77>1E# Common reed A RHEYTER (IgE) TR 7> 7

E E1012 0110 011[0 [tA/\>EODISAER Johnson grass AFEHEITER (IQE) A/ EDISTER 1/ DI

E E1012 | 0120 012[0 |IZAXAJFrEFTED Brome grass AFFHEYITERD (IGE) JRXAIFrEF

E E1012 0130 013[0 [RYLFTEH Rye-grass A3XRHBYTER (IgE) RYLFTER RYLF

E E1012 0140 014|0 [SAZTERH Cultivated rye A RHEYTER (IgE) F1E(TER)

E E1012 0150 015|0 [A—hETEH Cultivated oat AFEHEYITER (IQE) A= hEFER)

E E1012 0160 016[0 [/NE(R)TEH Cultivated wheat ARRHEYITERD (IQE) NE(B)ER NE(B)ER

E E1012 0170 017[0 [KETEH Cultivated barley A3XRHBYTER (IgE)

E E1012 0180 018|0 |[MIEOISAEW Cultivated corn A RHEYTER (IgE)

E E1012 0190 019|0  [ZXAJEI(E)TEM Bahilia grass AREHBIITER (IgE) AZXXJEL(B)TER AZXXIEI(E)

E E1012 0200 020(0 [1FEHEMNILF Multiple grass allergens A RHEYTER (IgE) AFRIEMNILF AFRINIF
E E1012 0210 021|0 [/REHEY) I GP1 Grass panel GP1 AREHBYITER (IgE) A7 REY) RV GP1

E E1012 0220 022|0 |[/xEHEY)) (R GP5 Grass panel GP2 A RHEYTER (IgE) AFRHEY) RV GP5

E E1012 BT

E E1012 0510 051|0 |[TF9791ER Common ragweed MHEIEH THIBIER J9949 J9949
E E1012 0520 052(0 [J495EEW1 Mixed ragweed allergens MEIEH

E E1012 0530 053|0 [TFHUHERTIER Western ragweed MHEIEH JTHIHEREIER J979ERE J979ERT
E E1012 0540 054(0 [AATHIUTED Giant ragweed MEIEH AATHIHIERD AATH9Y

E E1012 0550 055|0 |[ZtT9I81ER False ragweed METEH I8

E E1012 0560 056[0 [ZHIEFTEH Wormwood METE “HIEFTEN —AIEF

E E1012 0570 057[0 [3EFTEX Mugwort METH IEFTER IEF

E E1012 0580 058|0 [I5>ZFH1EH Marguerite METE I3SAFIER J322%% J322%Y
E E1012 | 0590 059]0 _|Foh(m)TErn Dandelion HEEH IR )TERD E ) ER
E E1012 0600 060|0  [ATAANDTERD Plantain MEIEH NSAANITER NIFAAND

E E1012 0610 061[(0 [>OY7EX Goosefoot METH SOY7ER >oY

E E1012 0620 062[0 [AHEDFTER Saltwort MEIEH Ane>+

E E1012 0630 063|0 |[7F/FU>VYITER Golden rod METEH T7¥IFUYITER 7¥ ¥V 7¥ ¥V
E E1012 0640 064[0 [AFTEZ(E)TEX Cocklebur MEIEH AFEI(R)

E E1012 0650 065[0 |[7AT4 hITER Common pigweed METEH TATAY

E E1012 0660 066(0 |[/\X7HY(E)TE Scale MEIEH IR7HY(E)

E E1012 0670 067|0  |[AYRIFIER Firebush METEH AYRIF

E E1012 0680 068|0  [EXZA/VIER Sheep sorrel MBI EXZAINTERD EXZAN

E E1012 0690 069|0 |[EAF=X(B)TER Wall pellitory METEH =X ()

E E1012 0700 070[0 [41579(B)TER Nettle HMETEY 1399 (B)TEH 1379 (8)

E E1012 0710 071|0 [N\S1E% Rose METEH

E E1012 0720 072|0 [Fa-YUyTTEn Tulip HMETEY

E E1012 0730 073|0 [F9RTER Colza METEH

E E1012 0740 074[0 [HIYLTER Kamille HMETEY

E E1012 0750 075|0 [Z9hJ(B)TER Elder METEH ZORI(E)

E E1012 0760 076|0 [hFLIS5TER Japanese hop MBI hFLI5TER hFLds

E E1012 0770 077[0 |METEMIILF Multiple weed allergens METEH HEIILF HEIILF
E E1012 0780 078|0 |#E/)UR)L WP1 Weed panel WP1 METE ME) (R WPL

E E1012 0790 079[0 |3&/(RJL WP5 Weed panel WP5 METH M) WP5

E E1012 HATES

E E1012 1010 101|0 |hIF(B)TEW Box-elder BIARTER HIT(B)TEH HIT(E)

E E1012 1020 102|0 [J\>JF(B)TEH Grey alder AT I\DJF(B)TER I\SIE(E) I\>J)F
E E1012 1030 103[0  |SShN(B)TEX Common silver birch BIARTER SIHUIN(B)TER PN >IN
E E1012 1040 10410 [/\SNZ(B)TERM Hazel HIARTERD USASE))

E E1012 1050 105|0 |TF(B)TEH American beech HATERD JH(B)TER JH(®)

E E1012 1060 106|0 [EvI>>(B)TEk Mountain juniper HIARTERD Ev > (B)TER Ev>(8)

E E1012 1070 107(0 [JF3(B)TEM Quercus BARTER JF5(E)Tek JF35(8)

E E1012 1080 1080 |ZL(/®)Ttkn Elm HIARTER ZL(B)TER ZL(E)

E E1012 1090 109|0 |[AU-J7EH Olive BIARTER AU-TTER #AU-J

E E1012 1100 110(0 [JILZ(B)TER Cultivated walnut HIARTERD JIVZ(E)TER IIVZ(E)

E E1012 1110 1110 [hIFT/ZAZHT/FiER Maple leaf sycamore BIARTER HIFT)NRINT )+

E E1012 1120 112|10 |VFF(B)TEM Willow HIARTERD ¥ (E)TEH YFH¥(E)

E E1012 1130 113|0 /Oy (E)TEw Cottonwood BARTER JavFHE(E)

E E1012 1140 114[0 |hRYI(E)TEX White ash HIARTERD rRUT(E)

E E1012 1150 115(0  [XY(B)TEM White pine BARTER XY(IE)TERD XY(E)

E E1012 1160 116[0 [RFTEX Japanese ceder HIARTERD ZFTER 2F 2F

E E1012 1170 117(0  [I-HU(B)TEX Eucalyptus BARTER I1-HU(E)

E E1012 1180 118|0 |7H3T7(B)TEM Acacia HIARTERD THIT (B)TEr THET ()

E E1012 1190 119(0  |[RAAER Pecan BARTER ~p>

E E1012 1200 120|0 |79(B)Tesn Mulberry HIARTERD J9(B)TER 79(18)

E E1012 1210 121(0  [SA43997ER Lilac BARTER

E E1012 1220 122(0 [SFJFTEH Lime tree HIARTERD

E E1012 1230 12310 [709)V=TER Black walnut tree BARTER

E E1012 1240 12410 |hSAERM Oak AT

E E1012 1250 125|0 [9V7ERs Cultivated chestnuts BIARTER

E E1012 1260 1260 [XAF—MEH Mesquite HIARTERD AZF-b

E E1012 1270 127[0 [H2TFTEH Cajuput BARTER hids

E E1012 1280 128|0 |E/F1ER Japanese cypress HIARTERD E/F7ER tJ¥ tJ¥

E E1012 1290 129]0 |[RYARRFIER Italian cypress BIARTER RYARRF

E E1012 1300 1300 [EVXADIERD Australian pine HIARTERD BIIAD




E E1012 1310 131|0  [AA/WSrTSTERD Japanese alder HBIARTER

E E1012 ENREZ

E E1012 2000 200/0 |RIER-KZIE Cat epithelium & dander IR FIER-KIE

E E1012 2010 201(0 |RIER Cat epithelium IR

E E1012 2020 202|0 |RIEB Cat dander R FIKEE FIKE
E E1012 2030 203[0 |13 LR Dog epithelium BIYIRE 13 13
E E1012 2040 204|0 |12EB Dog dander R 1IEE 1AEE 1 IEE
E E1012 2050 205(0 |¥9X Mouse BIYIRE XIX XIX XIX

E E1012 2060 206|0 |¥DALERE Mouse epithelium BMERR NIAER

E E1012 2070 207|0 |XUARB Mouse dander BRI

E E1012 2080 208|0 |YVRIMEEH Mouse serum proteins IR YUAMEEH

E E1012 2090 209(0 |YUAREH Mouse urinary proteins BRI

E E1012 2100 210(0 |3vk Rat R vk vk

E E1012 2110 211|0 |SybERR Rat epithelium BIYIRE Syh bR

E E1012 2120 212|0 |3vbEEIE Rat dander IR

E E1012 2130 213|0 |SyhEES Rat serum proteins BRI Sy hEER

E E1012 2140 214|0 |SvhRER Rat urinary proteins IR Sy hRER

E E1012 2150 2150 |EIEYRERR Guinea pig epithelium ENRZ BIEYRER BIEYRER

E E1012 2160 216|0 |)\LRH—-ERKR Hamster epithelium BMERR LRS- LR LRS- LR LRS- LR
E E1012 2170 217|0 |¥ Lt Sheep epithelium BRI Eln;4 Eln; 4

E E1012 2180 218|0 |EREER Rabbit epithelium IR RELE RELE

E E1012 2190 219|0 |BRLERE Swine epithelium BRI iz el4 B LR

E E1012 2200 220/0 |V ERE Goat epithelium IR Y+ ER Y+ ER

E E1012 2210 221(0 |IUXEE Horse dander BRI INRB INRB

E E1012 2220 222|0 |VPERB Cow dander IR VIKRE VIKRE

E E1012 2230 223(0 |AFaveE Goose feathers BIYIRE HFIVPE

E E1012 2240 224|0 |EFE//>OPE Budgerigar feathers IR TFE(1>IPE TFEA(>IPE

E E1012 2250 225(0 |EFe//>OmEES Budgerigar serum proteins BRI

E E1012 2260 226|0 |EFEA/>I05A Budgerigar droppings IR TFEA1>IDHA

E E1012 2270 227(0 |)\MDSA Pigeon droppings BRI J\MDAHA

E E1012 2280 2280 |ZONPE Chicken feathers R ZONTE

E E1012 2290 229(0 |7BIIE Duck feathers YR TELEE TEEE

E E1012 2300 230(0 |AFU7PE Canary feathers IR

E E1012 2310 231|0 |AULTE Parrot feathers BRI

E E1012 2320 232|0 |@¥ERRNILF Multiple epithelial allergens R B ERRIVF B ERRIVF
E E1012 2330 233|0 |E¥p/\RJL EP1 Epithelial panel EP1 YR /)WL EPL

E E1012 2340 234(0 |E¥p/)\R)L EP2 Epithelial panel EP2 FLES /(R EP2

E E1012 BEETLIVGY

E E1012 3000 300({0 |5FH Egg white BEETLIVG> LIS LIS LIS

E E1012 3010 301(0 |5R&E Egg yolk BEETLIVGY SpE SpE SpE

E E1012 3020 302[0 |ARAIAR Ovomucoid BEETLIVTY ARLTAR ARLTAR ARLATAR
E E1012 3030 303[0 AT Ovalbumin BEETLIVGY

E E1012 3040 3040 |43 Milk BEETLIVTY % 3 %

E E1012 3050 305(0 |F14-F-X Cheddar cheese BEETLILSY Fii-F-X F19-F-X

E E1012 3060 306/0 |E-JLRF-X Mould cheese BEETLIVTY E-IRF-X

E E1012 3070 307[0 |a-37bR7IIZ> a-lactoalbumin BEETLIVGY a-39h7IVIZ> a-39h7IVIZ> a-39h7IVIZ>
E E1012 | 3080 308[0 [B-3/MOTV> B-lactoglobulin BEETLITY B-37thJoJu> B-37hJoJu> B-37hJoJu>
E E1012 3090 3090 |pt1> Casein BEETLIVGY ht4> ht4>

E E1012 3100 310{0 |[FILF> Gluten BEETLIVTY T T

E E1012 3120 312|0 ¥ Rice BEETLIVGY * x *

E E1012 3130 313|0 [N Buckwheat BEETLIVTY P2 N\ P2

E E1012 3140 314|0 &= Wheat BEMETLITY W& NE NE

E E1012 3150 315(0 |w-549U7>> w-5 gliadin BEE7LIVY w-5 97>

E E1012 3160 316|0 |XZE Barley BEETLIVGY RE &

E E1012 3170 317|0 |A-hE Oat BEETLILG> A-hE A-hE

E E1012 3180 318/0 |31%F Rye BEETLIVGY 1E 1=

E E1012 3190 319|0 |EHF Malt BEETLIVG> =¥ =¥

E E1012 3200 320(0 |E-)VEEE Beer Yeast BEETLIVGY E-IVEES E-IVEEES

E E1012 3210 321/0 |¥E Common millet BEETLIVTY FE

E E1012 3220 322|0 |79 Foxtail millet BEETLIVGY 79

E E1012 3230 323|0 |kT Japanese millet BEETLILG> ET

E E1012 3240 324(0 |hJED3IS Corn BEETLIGY hOEOJ> hOEOJ> ~OEOJ>
E E1012 3250 325|0 |XK& Soy bean BEETLIVTY pN=] pN=] pN=]

E E1012 3260 3260 |4>5> White bean BEETLIVGY 125> 125>

E E1012 3270 327|0 |IVRY Pea BEE7LIVTY IVRY IVRY

E E1012 3280 328[0 |E—Fwy Peanuts BEETLIVGY E—Fwy E—wy E—Fwy
E E1012 3290 329/0 |Ara h2 Ara h2 BEE7LIVTY Ara h2

E E1012 3300 330(0 |7—E>R Almond BEETLIVGY T7-EVR T7-EVR T7-EVR
E E1012 3310 33110 |z Walnuts BEE7LIVTY IS IS

E E1012 3320 332(0 |hZa-Fwy Cashew nuts BEETLIVGY hZa-Fvy

E E1012 3330 333|0 |V Chestnus BEE7LIVTY

E E1012 3340 334(0 |hhA Cacao BEETLIVGY hhA hhA

E E1012 3350 335|0 |J3Fwy Coconuts BEETLIVTY JaHwy JdFvy

E E1012 3360 336[0 |TS5TFwy Brazil nuts BEETLIVGY IS5 FvY IS5 FvY

E E1012 3370 337[0  IAN=TILFyYU\INT) Hazel nuts BEE7LIVTY J\SNZ USZAS0ES

E E1012 3380 338/0 |RhvFwy Pecannuts BEETLIVGY ~n2Fyy

E E1012 3390 3390 |4/Fd Strawberry BEETLIVTY 1Fd 1Fd

E E1012 3400 340(0 |U>d Apple BEETLIVGY U>dJ U>dJ

E E1012 3410 341|10 [£E Peach BEETLIVTY £t £t

E E1012 3420 342|0 |\ Banana BEETLIVGY N+F N+

E E1012 3430 343[(0 | XO> Melon BEETLIVTY o> o>

E E1012 3440 344(0 |Z4H Water melon BEETLIVGY 215h Z1h

E E1012 3450 345(0 |AL>D Orange BEETLIVTY AL AL

E E1012 3460 346[0 |HL-TIL-Y Grapefruit BEETLIVGY JL=TIN-Y JL=TI-Y

E E1012 3470 347(0 |LEY Lemon BEETLIVTY

E E1012 3480 348[0 |/ FvIIL Pineapple BEETLIVGY

E E1012 3490 34910 |F¥94 Kiwi fruit BEETLILG> F4 F4

E E1012 3500 350[0 |¥>d- Mango fruit BEMETLITY >d X>d—

E E1012 3510 351|0 |7AAR Avocado BEETLILG> TihAR TihAR

E E1012 3520 352(0 |FF> Pear BEETLIVGY > ¥y

E E1012 3530 353|0 |kYh Tomato BEETLIVTY [ [

E E1012 3540 354(0 |LAX Lettuce joxzlEs (2

E E1012 3550 355(0 |0y Celery B oy oy

E E1012 3560 356|0 |/t Parsley BEEMETLIVS Y AN AN




E E1012 3570 357/0 |93X%F Onion BEETLIVTY AIRF AIRF

E E1012 3580 358|0 |=>>> Carrot BEETLIVGY >y >y

E E1012 3590 359|0 |VRAE Yam BEE7LIVTY Y1E Y1E

E E1012 3600 360|0 |SvHAE Potato BEETLIVGY SvHAE SvHME

E E1012 3610 361(0 |HYNAE Sweet potato BEE7LIVTY HYYA(E HYNA(E

E E1012 3620 362(0 |/RIL>VYD Spinach BEETLIVGY wILYD ROLVE

E E1012 3630 363|0 |hhFv Pumpkin BEETLIVG> HRFv HRFv

E E1012 3640 364(0 |44/3 Bamboo shoot BEETLIVGY #)a 5/3

E E1012 3650 365|0 [=>= Garlic BEETLIVTY >z s

E E1012 3660 366/0 |dJ% Sesame seed BEETLIVGY ax ax ax

E E1012 3670 367|0 |XAH—R Mustard BEETLIVTY JA5—=R JYA5—=R

E E1012 3680 3680 |&5H50L Red pepper BEEMETLIVS Y

E E1012 3690 369[0 |EIULS Black pepper BEE7LIVTY

E E1012 3700 370(0 |BFA Pork BEETLIVGY 2] 2] 2]

E E1012 3710 37110 |4” Beef BEETLIVG> an] an]

E E1012 3720 3720 |¥A Mutton BEETLIVGY 2] 2]

E E1012 3730 3730 |BA Chicken meat BEETLIVG> R R

E E1012 3740 374(0 |fAF3avoBR Goose meat BEETLILSY

E E1012 3750 375|0 |7EIOBY Duck meat BEE7LIVTY

E E1012 3760 376|0 |IE Shrimp BEEMETLIVS Y It Ie Ie

E E1012 3770 377/0 |0JR%— Lobster BEETLIVTY 0JZ49— 0JZ49—

E E1012 3780 378/0 |h= Crab BEETLIVGY h= h= h=

E E1012 3790 379|0 |ATYFAHA Blue mussel BEETLIVTY LTYFAH4 LTYFAH4

E E1012 3800 380(0 |7HY Short-necked clam BEETLIVGY 75 75

E E1012 | 3810 381[0_|pF(E) Oyster BEEILILTY HEE) HEE)

E E1012 3820 382(0 |/R5F Scalloper BEETLIVGY T T

E E1012 3830 383|0 |4h Squid BEETLIVTY 1% 1%

E E1012 3840 384(0 |»3 Octopus BEETLIVGY ) )

E E1012 3850 385(0 |BNX Chub mackerel BEHETLIVG> H)U BN

E E1012 3860 386/0 |7 Jack mackerel BEETLIVGY 7 7S

E E1012 3870 387(0 |49 Sardine BEE7LIVTY 19 19>

E E1012 3880 388(0 |95 Cod BEETLIVGY 435 435

E E1012 3890 389|0 |ALA Plaice BEETLIVTY hA hlA

E E1012 3900 390(0 |Y4¥ Salmon BEETLIVGY e e

E E1012 3910 3910 |0 Tuna BEMETLITY ~40 ~40 ~4J0
E E1012 3920 392|0 =32 Herring BEETLIVGY

E E1012 3930 393|0 [Z2XX Rainbow trout BEE7LIVTY

E E1012 3940 394[0 |AXF Sea bass BEETLIVGY

E E1012 3950 3950 |9FF Eel BEE7LIVTY

E E1012 3960 396[0 |1435 Salmon roe BEETLIVGY 193 195

E E1012 3970 397|0 |#33 Cod roe BEETLIVTY 4353 4353

E E1012 3980 398|0 (737 Cocoa BEETLIVGY

E E1012 3990 399(0 |3-k— Coffee BEETLIVTY

E E1012 4000 400(0 [FadL—hk Chocolate BEETLIVGY

E E1012 4010 401|0 [#Ix Black tea BEETLIVTY

E E1012 4020 4020 |[BMNILF Multiple food allergens BEETLIVGY EMNILF EMNILF
E E1012 4030 403[0 |[E¥M~ILF Multiple grain allergens BEHETLILG> BMNITF BMNITF
E E1012 4040 404(0 B/ (RIL4 FP4 Food panel FP4 BEETLIVGY B/ RIL4 FP4

E E1012 4050 405(0 |[EB¥/(RIL7 FP7 Food panel FP7 BEE7LIVTY BW/\®IL7 FP7

E E1012 BE/#E

E E1012 5000 500[0 |RZSUIL Penicillium notatum RIS A RIS L RZSI L
E E1012 5010 5010 |75RZARUDL Cladosporium herbarum D3 RARUD Ly D3 RARYD Ly D3 RARUD Ly
E E1012 5020 502[0 |FPARILFILZ Aspergillus fumigatus TARIFILA TARIFILA TARIFILA
E E1012 5030 503(0 |AJ-)L Mucor racemosus ALd-)L ALd-)L

E E1012 5040 504(0 [ho4 Candida albicans hos hoos hos
E E1012 5050 505|0 |ZILFINF)7 Alternaria alternata TITIVFUT TVTINFIT TVTINFIT
E E1012 5060 506[0 |ARRJFZX Botrytis cinerea

E E1012 5070 5070 |NVEYRRRUDA Helminthosporium halodes ANILERAR)D L NIV RAR)D L

E E1012 | 5080 508[0_|[R5tF7 () Mal ia spp. R5tF7(B) R5EFT

E E1012 5090 509(0 |EF/OZARUIL Pityrosporium pachydermatis EF4OZARYD L

E E1012 5100 510({0 |EI7OZRUDL Cephalosporium acremonium

E E1012 5110 511|0 |RJ3J1b> Trichophyton rubrum ~aZ1h> ~aZ1h>

E E1012 5120 5120 |THUILA Fusarium moniliforme THUIL

E E1012 5130 513|0 |ATLT4IDAL Stemphylium radicinum AT LIV

E E1012 5140 514[0 |UYIZ Rhizopus nigricans YITR

E E1012 5150 515(0 |A=LANSZOA Aureobasidium pullulans A-LANSSIL

E E1012 5160 516|0 [JA—X Phoma betae JA—X

E E1012 5170 517|0 |IEdvHL Epicoccum purpurascens IEIvhA

E E1012 5180 518/0 |MIFIY Trichoderma viride

E E1012 5190 519(0 |h=J35U7 Curvularia lunata Hh=I35U7

E E1012 5200 520(0 ) I>F VA Candida albicans serotype A mannan

E E1012 5210 5210 |ho4-BEI077-€ Candida albicans-derived acid protease

E E1012 5220 522|0 |&EEJRIIKE. Staphylococcal enterotoxin A BEIJRIKEIOTOMI VA |EEJTRIKEISTON VA

E E1012 5230 523|0 |E®JRIEKEISTON VB Staphylococcal enterotoxin B HEIRIKREIOTOMNIOB |EEJRIKEISTON VB

E E1012 5240 524|0 |BEENILF Multiple mold allergens HERILF

E E1012 5250 525|0 Mold panel MP1 BHE/ (L MP1

E E1012

E E1012 6000 600(0 Honey bee venom B SYNFE SYNF

E E1012 6010 601[0 Common wasp venom B AZXXNFE AZXXNF

E E1012 6020 602|0 [ZXANF(GRIAMIT(R)E White-face hornet venom B AZXXNF(RIARITAR)

E E1012 | 6030 603]0 [ ZAXUNF(HI0-TIA)E Yellow jacket venom = ZZANF(AIO-TTAR)

E E1012 6040 604(0 [7>FHHNFES Paper wasp venom BR TPIFHANFE PIFHNRF

E E1012 | 6050 605(0 |T+JY Cockroach BR J+7Y J+7Y J+7Y
E E1012 6060 606|0 177'7](%_2 Mosquit =) YIh(E) YIh
E E1012 | 6070 607[0_|1AUN(E) Bloodworm = IRA(E)

E E1012 6080 608|0 [IAUH(RRER) Chironomus yoshimatsui )= JUND(FRR) JUN(FRR)
E E1012 6090 609|0 [# Moth j=1 H

E E1012 6100 610|0 [H43H Silkworm moth BR HAH

E E1012 4=

E E1012 6210 621|0 [vHtavksd= Dermatophagoides pteronyssinus - Yatavksd= Yatavksd= Yatavksd=
E E1012 6220 622[0 [JFkaves= Dermatophagoides farinae 9= JFkaves= JFkaves= JFkaves=
E E1012 6230 623|0 [73>JhaF+4= Acarus siro - 7SI NIFH= 7SI NIFH=

E E1012 6240 6240 |FF+AdF9= Tyrophagus putrescentiae 9= THAIFE= THAIFE=

E E1012 6250 625|0 |[BVY7>=h5= Glycyphagus destructor - PAODyL PAPSUL




E E1012 6260 626(0 [1I=95= Glycyphagus domesticus 4= 1I=-949=

E E1012 BH4ER

E E1012 6510 651|0 [h(4Fa1D Ascaris suum FER h1F1

E E1012 6520 652|0 [/RUF1D Echinococcus granulosus HER

E E1012 6530 653[0 |[fEmik®R Schistosoma mansoni FER

E E1012 6540 6540 [7=HFX Anisakis HER T7ZHEX T7ZHEX T7ZHEX

E E1012 EREE

E E1012 7000 700/0 [J\DZHZH House dust ERE

E E1012 7010 701[0 [J\DZHRML House dust 1 (Greer labs) EREE J\DZFZR J\DZFZR J\DZFZR

E E1012 7020 702|0 [J\DRHRR2 House dust 2 (Hollister-Stier labs) ERE I\DZHAR2 J\DZHAR2 J\DZHAR2

E E1012 7030 703/0 [/\UZFZP6 House dust 6 (Japan) EAEE J\DZHZ N6

E E1012 BTV - 2O

E E1012 7110 711|0 |# Silk RS T LIV - 204 8

E E1012 | 7120 712|0 [#& Cotton B TLILTY - ZOA 8 8

E E1012 7130 713|0 [#81E Rawcotton BEEETLIVS > - 201

E E1012 | 7140 714[0 |*¥% Wool BT LIS - 201

E E1012 7150 7150 [AANDFEF Plantago ovata seed 3

E E1012 7160 716|0 [(Y>7%*—h TDI Isocyanate : Toluene diisocyanate 1Y 7F*—b TDI

E E1012 7170 7170 [4/Y>7%*—h MDI Isocyanate : Methylene diphenyl diisocyanate 1Y 7%~k MDI

E E1012 7180 718|0 [/Y>7%*—hK HDI Isocyanate : Hexamethylene diisocyanate BEEEMETLILG - 20 1Y 7F%—b HDI

E E1012 7190 719|0 |[IFL>AFHAR Ethylene oxide BEEETLIVS > - 201 IFLAFHAR

E E1012 7200 720|0 |HKIH)VEE Phthalic anhydride BEEEMETLILG > - 204 BKIH)VEE

E E1012 7210 72110 [5TYIX Latex RS T LIV - 204 ITYIR ITYIR ITYIR

E E1012 7220 722|0 (743X Ficus BEEEMETLILG Y - 20

E E1012 7230 723|0 |a-735-¥ a-amylase RS T LIV - 204

E E1012 7240 72410 [RILXU> Formalin BEEEMETLILG Y - 20 ML)

E E1012 7250 725|0 |EXT7AEEEEERS Pichia pastoris crude extract RS T LIV - 204

E E1012 7260 726|0 |EX74EiMEYD Pichia pastoris crude extract with vector BREMTLILY > - 2O

E E1012 7270 727|0 |[EX7iEE LS Partial purified Pichia pastoris with vector RS T LIV - 204

E E1012 7280 728[0 e~ >33 Human insulin BEEEMETLILGY - 20 Eb>3a0>

E E1012 7290 729[0 |[¥5F>¥ Gelatin BEEETLIVS S - 201 v3F> 35> 35>

E E1012 7300 730[0 [UYF-L Lysozyme BEEEETLIVG > - Z0fth

E E1012 7310 731|0 |[ENF Sweat BEEETLIVS S - 201

E E1012 7320 732|0 |[7hE—ERIER Inhalant atopy screen BREMTLILS > - 2O 7747 h=T

E

E E6018 0000 SREPNHE MR E

E E6018 | 0001 S REPNHEMIRIRE - FBRIERCD11b(+) xCD55,59(+)

E E6018 | 0002 S RYE PNHELMERIRE - FBAIERCD1 1b(+ ) xCD55,59(-)

E E6018 | 0003 MR -FRERCD11b(-) xCD55,59(+)

E E6018 0004 U MBRARE-FEHERCD11b(-) XxCD55,59(-)

E E6018 | 0005 MERRE - IIBRCD235a(+ ) xCD55,59(+)

E E6018 | 0006 MR -7 [ERCD235a(+ ) xCD55,59(-)

E E6018 | 0007 MERRE - MERCD235a(-) XCD55,59(+)

E E6018 | 0008 S RE PNHELMERRE -7~ MERCD235a(-) xCD55,59(-)

E

E E6019 0000 )k Ty MEE

E E6019 0001 CDla cluster of differentiation (CD) 1a YY) RS T oy MEE 51060 CDla CDla
E E6019 0002 CD1b cluster of differentiation (CD) 1b > ) RS Ty MRE 51061 CD1b THER2 CD1b
E E6019 0003 CDic cluster of differentiation (CD) 1c YY) RS T oy MEE 51062 CD1c THHRZ CD1c
E E6019 0004 CD2 cluster of differentiation (CD) 2 o) CERY Ty MRS 51064 CD2 THiHR2 CD2
E E6019 0005 CD2R cluster of differentiation (CD) 2R ) ERE Ty MRE 51065 CD2R THHAZ CD2R
E E6019 0006 CD3 cluster of differentiation (CD) 3 o) CERY Ty MEE 51067 CD3 THiHR2 CD3
E E6019 0007 CD4 cluster of differentiation (CD) 4 ) ERS Ty MRE 51070 CD4 THERZ CD4
E E6019 0008 CD5 cluster of differentiation (CD) 5 ) CERY Ty MRS 51073 CD5 THiHR2 CD5
E E6019 0009 CD6 cluster of differentiation (CD) 6 ) ERS Ty MRE 51076 CD6 THHRZ CD6
E E6019 0010 CD7 cluster of differentiation (CD) 7 o) CERY Ty MRS 51079 CD7 TRz CD7
E E6019 0011 CD8 cluster of differentiation (CD) 8 ) ERS Ty MRE 51082 CD8 THHAz CD8
E E6019 0012 CD9 cluster of differentiation (CD) 9 o) CERY Ty MRS 51085 CD9 If//\i CD9
E E6019 0013 CD10 cluster of differentiation (CD) 10 ) ERS Ty MRE 51088 CD10 Bipz CD10
E E6019 0014 CD1la cluster of differentiation (CD) 11a o) CERY Ty MRS 51091 CD1la fHfEED T CD11la
E E6019 0015 CD11b cluster of differentiation (CD) 11b ) ERS Ty MRE 51092 CD11b #HFEEEDF CD11b
E E6019 0016 CD1ic cluster of differentiation (CD) 11c o) CERY Ty MRS 51093 CD11c #RiEEDF CD11c
E E6019 0017 CDw12 cluster of differentiation (CD) w12 YY) BRG Tty MEE 51095 CDw12 NK-non-lineage CDw12
E E6019 0018 CD13 cluster of differentiation (CD) 13 )>RS Ty MRE 51098 CD13 H&#lik- ik CD13
E E6019 0019 CD14 cluster of differentiation (CD) 14 ) ERS Ty MRE 51101 CD14 &5 EHIK CD14
E E6019 0020 CD15 cluster of differentiation (CD) 15 o) CERY Ty MRS 51104 CD15 &#lik- Bk CD15
E E6019 0021 CD15s cluster of differentiation (CD) 15s ) ERE Ty MRE 51107 CD15s Bfifik- BBk CD15s
E E6019 0022 CD16a cluster of differentiation (CD) 16a o) CERY Ty MRS 51110 CD16a BEfifiik- BBk CD16a
E E6019 0023 CD16b cluster of differentiation (CD) 16b ) ERE Ty MRE 5I111 CD16b BfEk- BHER CD16b
E E6019 0024 CD17 cluster of differentiation (CD) 17 o) CERY Ty MRS 51113 CD17 &#lEk- Bk CD17
E E6019 0025 CD18 cluster of differentiation (CD) 18 ) ERE Ty MRE 51116 CD18 #pEEnF CD18
E E6019 0026 CD19 cluster of differentiation (CD) 19 o) RS Ty MRE 51119 CD19 Bffifa CD19
E E6019 0027 CD20 cluster of differentiation (CD) 20 ) ERS Ty MRE 51122 CD20 B#pz CD20
E E6019 0028 CD20-cy cluster of differentiation (CD) 20-cy o) CERY Ty MRS 51123 CD20-cy Biffifa CD20-cy
E E6019 0029 CD21 cluster of differentiation (CD) 21 ) ERS Ty MRE 51125 CD21 Bifp2 CD21
E E6019 0030 CD22 cluster of differentiation (CD) 22 > ) RS Ty MRE 51128 CD22 Bififa CD22
E E6019 0031 CD23 cluster of differentiation (CD) 23 ) ERS Ty MRE 51131 CD23 Biffz CD23
E E6019 0032 CD24 cluster of differentiation (CD) 24 o) CERY Ty MRS 51134 CD24 Bififa CD24
E E6019 0033 CD25 cluster of differentiation (CD) 25 ) ERS Ty MRE 51137 CD25 SEMHA LR CD25
E E6019 0034 CD26 cluster of differentiation (CD) 26 o) CERY Ty MRS 51140 CD26 SEMALHR CD26
E E6019 0035 CD27 cluster of differentiation (CD) 27 ) ERS Ty MRE 51143 CD27 THHRa CD27
E E6019 0036 CD28 cluster of differentiation (CD) 28 o) RS Ty MRE 51146 CD28 THRz CD28
E E6019 0037 CD29 cluster of differentiation (CD) 29 ) ERS Ty MRE 51149 CD29 #REEDF CD29
E E6019 0038 CD30 cluster of differentiation (CD) 30 o) CERY Ty MRS 51152 CD30 SEMHEHR CD30
E E6019 0039 CD31 cluster of differentiation (CD) 31 ) ERS Ty MRE 51155 CD31 MM CD31
E E6019 0040 CD32 cluster of differentiation (CD) 32 o) CERY Ty MRS 51158 CD32 &#ik- ik CD32
E E6019 0041 CD33 cluster of differentiation (CD) 33 ) ERS Ty MRE 51161 EHEK CD33
E E6019 0042 CD34 cluster of differentiation (CD) 34 o) CERY Ty MRS 51164 BEER CD34
E E6019 0043 CD35 cluster of differentiation (CD) 35 YY) RS Tty MEE 51167 K- BBk CD35
E E6019 0044 CD36 cluster of differentiation (CD) 36 o) CERY Ty MRS 51170 CD36 /)M CD36
E E6019 0045 CD37 cluster of differentiation (CD) 37 ) ERS Ty MRE 51173 CD37 Bifz CD37
E E6019 0046 CD38 cluster of differentiation (CD) 38 )>RS Ty MRE 51176 CD38 Bifiia CD38
E E6019 0047 CD39 cluster of differentiation (CD) 39 ) ERS Ty MRE 51179 CD39 BiAz CD39
E E6019 0048 CD40 cluster of differentiation (CD) 40 o) CERY Ty MRS 51182 CD40 Bz CD40




E E6019 0049 CD41a cluster of differentiation (CD) 41a ) ERS Ty MRE 51185 CD41a M\ CD41a
E E6019 0050 CD41b cluster of differentiation (CD) 41b o) RS Ty MRE 51186 CD41b M)\ CD41b
E E6019 0051 CD42a cluster of differentiation (CD) 42a ) ERS Ty MRE 51188 CD42a M\l CD42a
E E6019 0052 CD42b cluster of differentiation (CD) 42b > ) RS Ty MRE 51189 CD42b M)\ CD42b
E E6019 0053 CD42c cluster of differentiation (CD) 42c ) ERS Ty MRE 51190 CD42c M/JMR CD42c
E E6019 0054 CD42d cluster of differentiation (CD) 42d o) CERY Ty MRS 51191 CD42d M)\ CD42d
E E6019 0055 CD43 cluster of differentiation (CD) 43 ) ERS Ty MRE 51193 CD43 HRgE D+ CD43

E E6019 0056 CD44 cluster of differentiation (CD) 44 o) CERY Ty MRS 51196 CD44 NK:-non-lineage CD44

E E6019 0057 CD44R cluster of differentiation (CD) 44R YY) RS T oy MEE 51197 CD44R NK-non-lineage CD44R
E E6019 0058 CD45 cluster of differentiation (CD) 45 o) CERY Ty MRS 51199 CD45 NK-non-lineage CD45

E E6019 0059 CD45RA cluster of differentiation (CD) 45RA YY) BRE T oy MEE 51200 CD45RA NK-non-lineage CD45RA
E E6019 0060 CD45RB cluster of differentiation (CD) 45RB ) CERY Ty MRS 51201 CD45RB NK-non-lineage CD45RB
E E6019 0061 CD45R0O cluster of differentiation (CD) 45RO YY) BRE T oy MEE 51202 CD45R0 NK-non-lineage CD45R0O
E E6019 0062 CD46 cluster of differentiation (CD) 46 o) CERY Ty MRS 51204 CD46 NK-non-lineage CD46

E E6019 0063 CD47 cluster of differentiation (CD) 47 YY) RS T oy MEE 51207 CD47 NK-non-lineage CD47

E E6019 0064 CD48 cluster of differentiation (CD) 48 o) CERY Ty MRS 51210 CD48 NK-non-lineage CD48

E E6019 0065 CD49a cluster of differentiation (CD) 49a ) ERS Ty MRE 51213 CD49a #HRiEE D+ CD49a
E E6019 0066 CD49b cluster of differentiation (CD) 49b o) CERY Ty MRS 51214 CD49b #HRIEED T CD49b
E E6019 0067 CD49c cluster of differentiation (CD) 49c ) ERS Ty MRE 51215 CD49c HifEE D+ CD49c
E E6019 0068 CD49d cluster of differentiation (CD) 49d o) CERY Ty MRS 51216 CD49d #RiEED T+ CD49d
E E6019 0069 CD49e cluster of differentiation (CD) 49e ) ERS Ty MRE 51217 CD49e #HRIEEDF CD49e
E E6019 0070 CD49f cluster of differentiation (CD) 49f o) CERY Ty MRS 51218 CD49f flifaiEE D7 CD49f
E E6019 0071 CD50 cluster of differentiation (CD) 50 ) ERS Ty MRE 51220 CD50 #RsEEDF CD50

E E6019 0072 CD51 cluster of differentiation (CD) 51 o) CERY Ty MRS 51223 CD51 HifigEED 7 CD51

E E6019 0073 CDw52 cluster of differentiation (CD) w52 YY) RS T oy MEE 51226 CDw52 NK-non-lineage CDw52
E E6019 0074 CD53 cluster of differentiation (CD) 53 o) CERY Ty MRS 51229 CD53 Bififa CD53

E E6019 0075 CD54 cluster of differentiation (CD) 54 )BTy MRE 51232 CD54 #iRigE D F CD54

E E6019 0076 CD55 cluster of differentiation (CD) 55 o) CERY Ty MRS 51235 CD55 NK-non-lineage CD55

E E6019 0077 CD56 cluster of differentiation (CD) 56 YY) BRE T oy MEE 51238 CD56 NK-non-lineage CD56

E E6019 0078 CD57 cluster of differentiation (CD) 57 o) CERY Ty MRS 51241 CD57 NK-non-lineage CD57

E E6019 0079 CD58 cluster of differentiation (CD) 58 YY) BRG T oy MEE 51244 CD58 NK:-non-lineage CD58

E E6019 0080 CD59 cluster of differentiation (CD) 59 o) CERY Ty MRS 51247 CD59 NK:-non-lineage CD59

E E6019 0081 CDw60 cluster of differentiation (CD) w60 ) ERS Ty MRE 51250 CDw60 THERE CDw60
E E6019 0082 CD61 cluster of differentiation (CD) 61 o) CERY Ty MRS 51253 CD61 HifigEn 7 CD61

E E6019 0083 CD62P cluster of differentiation (CD) 62P ) ERE Ty MRE 51256 CD62P &N F CD62P
E E6019 0084 CD62E cluster of differentiation (CD) 62E o) CERY Ty MRS 51257 CD62E #li2iEEDF CD62E
E E6019 0085 CD62L cluster of differentiation (CD) 62L ) ERE Ty MRE 51258 CD62L flfiEE D+ CD62L
E E6019 0086 CD63 cluster of differentiation (CD) 63 o) RS Ty MRE 51260 CD63 /MR CD63

E E6019 0087 CD64 cluster of differentiation (CD) 64 ) ERS Ty MRE 51263 CD64 Sl - BBk CD64

E E6019 0088 CD65 cluster of differentiation (CD) 65 o) CERY Ty MRS 51266 EHER CD65

E E6019 0089 CD66 cluster of differentiation (CD) 66 ) ERS Ty MRE 51269 EHIK CD66

E E6019 0090 CD67 cluster of differentiation (CD) 67 o) CERY Ty MRS 51272 K- BTK CD67

E E6019 0091 CD68 cluster of differentiation (CD) 68 ) ERS Ty MRE 51275 - BBk CD68

E E6019 0092 CD69 cluster of differentiation (CD) 69 o) CERY Ty MRS 51278 U CD69

E E6019 0093 CD70 cluster of differentiation (CD) 70 ) ERS Ty MRE 51281 iR CD70

E E6019 0094 CD71 cluster of differentiation (CD) 71 o) CERY Ty MRS 51284 U CD71

E E6019 0095 CD72 cluster of differentiation (CD) 72 YY) BRE T oy MEE 51287 CD72

E E6019 0096 CD73 cluster of differentiation (CD) 73 o) CERY Ty MRS 51290 CD73 Bififa CD73

E E6019 0097 CD74 cluster of differentiation (CD) 74 ) ERS Ty MRE 51293 CD74 BiR2 CD74

E E6019 0098 CDw75 cluster of differentiation (CD) w75 o) CERY Ty MRS 51296 CDw?75 B CDw75
E E6019 0099 CDw76 cluster of differentiation (CD) w76 ) ERS Ty MRE 51299 CDw76 B CDw76
E E6019 0100 CDh77 cluster of differentiation (CD) 77 o) CERY Ty MRS 51302 CD77 Bififa CD77

E E6019 0101 CDw78 cluster of differentiation (CD) w78 ) ERS Ty MRE 51305 CDw78 B CDw78
E E6019 0102 CD79a cluster of differentiation (CD) 79alpha o) CERY Ty MRS 51308 CD79a Bififa CD79a
E E6019 0103 CD79a-cy cluster of differentiation (CD) 79alpha-cy YY) RS Tty MEE 51309 CD79a-cy Biffii CD79a-cy
E E6019 0104 CD79b cluster of differentiation (CD) 79beta o) CERY Ty MRS 51310 CD79b Bz CD79%
E E6019 0105 CD80 cluster of differentiation (CD) 80 ) ERS Ty MRE 51312 CD80 Bifz CD80

E E6019 0106 CD81 cluster of differentiation (CD) 81 o) RS Ty MRE 51315 CD81 Bififa CD81

E E6019 0107 CD82 cluster of differentiation (CD) 82 ) ERS Ty MRE 51318 CD82 Bififz CD82

E E6019 0108 CD83 cluster of differentiation (CD) 83 o) RS Ty MRE 51321 CD83 Biffifa CD83

E E6019 0109 CDw84 cluster of differentiation (CD) 84 ) ERS Ty MRE 51324 CDw&84 B CDw84
E E6019 0110 CD85 cluster of differentiation (CD) 85 o) CERY Ty MRS 51327 CD85 Bififa CD85

E E6019 0111 CD86 cluster of differentiation (CD) 86 ) ERS Ty MRE 51330 CD86 Bififz CD86

E E6019 0112 CD87 cluster of differentiation (CD) 87 o) CERY Ty MRS 51333 CD87 H&#ik- ik CD87

E E6019 0113 CD88 cluster of differentiation (CD) 88 ) ERS Ty MRE 51336 CD88 &5 EHIK CD88

E E6019 0114 CD89 cluster of differentiation (CD) 89 o) CERY Ty MRS 51339 CD89 H&#fik- Ik CD89

E E6019 0115 CDw90 cluster of differentiation (CD) w90 ) ERS Ty MRE 51342 CDw9O0 BBk BEK CDw90
E E6019 0116 CD91a cluster of differentiation (CD) 91alpha o) CERY Ty MRS 51345 CD91a Efifiik- BBk CD91a
E E6019 0117 CD91b cluster of differentiation (CD) 91beta ) ERS Ty MRE 51346 CD91b BEfEk- BHER CD91b
E E6019 0118 CDw92 cluster of differentiation (CD) w92 o) CERY Ty MRS 51348 CDw92 E#Ek- Bk CDw92
E E6019 0119 CD93 cluster of differentiation (CD) 93 ) ERE Ty MRE 51351 CD93 Sl - BBk CD93

E E6019 0120 CD9%4 cluster of differentiation (CD) 94 o) CERY Ty MRS 51354 CD94 NK-non-lineage CD9%4

E E6019 0121 CD95 cluster of differentiation (CD) 95 ) ERS Ty MRE 51357 j iR CD95

E E6019 0122 CD96 cluster of differentiation (CD) 96 o) CERY Ty MRS 51360 LR CD96

E E6019 0123 CD97 cluster of differentiation (CD) 97 ) ERS Ty MRE 51363 CD97 SEMALHUR CD97

E E6019 0124 CD98 cluster of differentiation (CD) 98 > ) RS Ty MRE 51366 CD98 THAz CD98

E E6019 0125 CD99 cluster of differentiation (CD) 99 ) ERS Ty MRE 51369 CD99 TR CD99

E E6019 0126 CD100 cluster of differentiation (CD) 100 )>RS Ty MRE 51372 CD100 THER2 CD100
E E6019 0127 CDw101 cluster of differentiation (CD) w101 ) ERS Ty MRE 51375 CDw101 THHRS CDw101
E E6019 0128 CD102 cluster of differentiation (CD) 102 o) RS Ty MRE 51378 CD102 #HfiEEDF CD102
E E6019 0129 CD103 cluster of differentiation (CD) 103 ) ERS Ty MRE 51381 CD103 #pEa D7+ CD103
E E6019 0130 CD104 cluster of differentiation (CD) 104 o) RS Ty MRE 51384 CD104 #FRiEEDF CD104
E E6019 0131 CD105 cluster of differentiation (CD) 105 ) ERS Ty MRE 51387 CD105 mENK CD105
E E6019 0132 CD106 cluster of differentiation (CD) 106 o) RS Ty MRE 51390 CD106 MBI CD106
E E6019 0133 CD107a cluster of differentiation (CD) 107a ) ERS Ty MRE 51393 CD107a /MR CD107a
E E6019 0134 CD107b cluster of differentiation (CD) 107b > ) RS Ty MRE 51394 CD107b /MR CD107b
E E6019 0135 CDw108 cluster of differentiation (CD) w108 )BTy MRE 51396 CDw108 #ifEED T CDw108
E E6019 0136 CDw109 cluster of differentiation (CD) w109 o) CERY Ty MRS 51399 CDw109 MmEMK CDw109
E E6019 0137 CD115 cluster of differentiation (CD) 115 )BTy MRE 51417 CD115 Sflbk- BBk CD115
E E6019 0138 Cbwil16 cluster of differentiation (CD) w116 o) CERY Ty MRS 51420 CDw116 B/ hp1oLtT9— [CDwlle
E E6019 0139 CD117 cluster of differentiation (CD) 117 ) ERS Ty MRE 51423 CD117 BARIAILETH— CD117
E E6019 0140 CD118 cluster of differentiation (CD) 118 )>RS Ty MRE 51426 CD118 HAMpAILETH— CD118
E E6019 0141 CDwl119 cluster of differentiation (CD) w119 ) ERS Ty MRE 51429 CDw119 B4 (oLt T9— |CDw119
E E6019 0142 CD120a cluster of differentiation (CD) 120a o) CERY Ty MRS 51432 CD120a BARp4>LtF9— |CD120a




E E6019 0143 CD120b cluster of differentiation (CD) 120b ) ERS Ty MRE 51433 CD120b B4 k1oLt F9— |[CD120b
E E6019 0144 CDhwi121a cluster of differentiation (CD) wil2la o) RS Ty MRE 51435 CDwi2la YA MpAoLEF9— |CDwi2la
E E6019 0145 CDw121b cluster of differentiation (CD) w121b ) ERS Ty MRE 51436 CDw121b B4 k(oL tF9— [CDwi121b
E E6019 0146 CD122 cluster of differentiation (CD) 122 o) CERY Ty MRS 51438 CD122 BA AL ETH— CD122
E E6019 0147 CD123 cluster of differentiation (CD) 123 ) ERS Ty MRE 51441 CD123 BA (L ETH— CD123
E E6019 0148 CDw124 cluster of differentiation (CD) w124 o) CERY Ty MRS 51444 CDw124 HBApAoLtT9— [CDw124
E E6019 0149 CD125 cluster of differentiation (CD) 125 ) ERS Ty MRE 51447 CD125 BA (L ET9— CD125
E E6019 0150 CD126 cluster of differentiation (CD) 126 > ) RS Ty MRE 51450 CD126 HAMpAILETH— CD126
E E6019 0151 CDw127 cluster of differentiation (CD) w127 ) ERS Ty MRE 51453 CDw127 BA (oLt T9— |[CDwi127
E E6019 0152 CDw128 cluster of differentiation (CD) w128 > ) RS Ty MRE 51456 CDw128 HAhpAoLtT9— |CDwi128
E E6019 0153 CD129 cluster of differentiation (CD) 129 ) ERS Ty MRE 51459 CD129 BA (L ETH— CD129
E E6019 0154 CDw130 cluster of differentiation (CD) w130 o) CERY Ty MRS 51462 CDw130 B4/ hp1oLtTF9— |CDw130
E

E E6030 0000 I0—Y4 AR —Dtwo-colorPHriE(C LB FRIMEKIRE

E E6030 0001 Two-colorCD4xCD45RA two-color CD4 * CD45RA suppressor inducer T cells | 70— b)XNJ—DOtwo-colorBHrEIC L TR MEKIRE 51700

E E6030 0002 Two-colorCD4xCD45RA (+)x(+) 51700

E E6030 0003 Two-colorCD4xCD45RA (+)x(—) 51700

E E6030 0004 Two-colorCD4xCD45RA (=)x(+) 51700

E E6030 0005 Two-colorCD4xCD45RA (—)x(-) 51700

E E6030 0006 Two-colorCD4xCD45RA Bright 51700

E E6030 0007 Two-colorCD4xCD45RA Dull 51700

E E6030 0008 Two-colorCD4xCD29 two-color CD4 * CD29 helper inducer T cells J0—H4 hXN)—Dtwo-colorPHHEC L D IRIMBRIRE 51701

E E6030 0009 Two-colorCD4xCD29 (+)x(+) 51701

E E6030 0010 Two-colorCD4xCD29 (+)x(-) 51701

E E6030 0011 Two-colorCD4xCD29 (—)x(+) 51701

E E6030 0012 Two-colorCD4xCD29 (—)x(-) 51701

E E6030 0013 Two-colorCD4xCD29 Bright 51701

E E6030 0014 Two-colorCD4xCD29 Dull 51701

E E6030 0015 Two-colorCD4xCD8 two-color CD4 * CD8 J0—84 b)) —Dtwo-colorP AL L BFRIMIRIRE 51702

E E6030 0016 Two-colorCD4xCD8 (+)x(+) 51702

E E6030 0017 Two-colorCD4xCD8 (+)x(—) 51702

E E6030 0018 Two-colorCD4xCD8 (—)x(+) 51702

E E6030 0019 Two-colorCD4xCD8 (—)x(—) 51702

E E6030 0020 Two-colorCD4xCD8 Bright 51702

E E6030 0021 Two-colorCD4xCD8 Dull 51702

E E6030 0022 Two-colorCD45ROxCD4 two-color CD45R0 * CD4 J0—84 b)) —Dtwo-colorP AL L B FRIMIRIEE 51703

E E6030 0023 Two-colorCD45ROxCD4 (+)x(+) 51703

E E6030 0024 Two-colorCD45ROxCD4 (+)Xx(—) 51703

E E6030 0025 Two-colorCD45ROxCD4 (—)x(+) 51703

E E6030 0026 Two-colorCD45ROxCD4 (—)x(—) 51703

E E6030 0027 Two-colorCD45R0 xCD4 Bright 51703

E E6030 0028 Two-colorCD45R0OxCD4 Dull 51703

E E6030 0029 Two-colorCD3xHLA-DR two-color CD3 * HLA-DR activated T cells J0—84 b)) —Dtwo-colorP AL L B FRIMIRIEE 51705

E E6030 0030 Two-colorCD3xHLA-DR (+)x(+) 51705

E E6030 0031 Two-colorCD3xHLA-DR (+)x(—) 51705

E E6030 0032 Two-colorCD3xHLA-DR (=)x(+) 51705

E E6030 0033 Two-colorCD3xHLA-DR (=)x(-) 51705

E E6030 0034 Two-colorCD3xHLA-DR Bright 51705

E E6030 0035 Two-colorCD3xHLA-DR Dull 51705

E E6030 0036 Two-colorCD4xHLA-DR two-color CD4 * HLA-DR activated T cells J0—84 bXN)—0Otwo-colorP AL L B FRIMIRIEE 51706

E E6030 0037 Two-colorCD4xHLA-DR (+)x(+) 51706

E E6030 0038 Two-colorCD4xHLA-DR (+)x(-) 51706

E E6030 0039 Two-colorCD4xHLA-DR (=)x(+) 51706

E E6030 0040 Two-colorCD4xHLA-DR (=)x(-) 51706

E E6030 0041 Two-colorCD4xHLA-DR Bright 51706

E E6030 0042 Two-colorCD4xHLA-DR Dull 51706

E E6030 0043 Two-colorCD8xHLA-DR two-color CD8 * HLA-DR activated T cells J0—84 bXN)—Otwo-colorP AL L B FRIMIRIEE 51707

E E6030 0044 Two-colorCD8xHLA-DR (+)x(+) 51707

E E6030 0045 Two-colorCD8xHLA-DR (+)x(—) 51707

E E6030 0046 Two-colorCD8xHLA-DR (—)x(+) 51707

E E6030 0047 Two-colorCD8xHLA-DR (—)x(—) 51707

E E6030 0048 Two-colorCD8xHLA-DR Bright 51707

E E6030 0049 Two-colorCD8xHLA-DR Dull 51707

E E6030 0050 Two-colorCD11bxCD8 two-color CD11b * CD8 suppressor T cells J0—H4 hXN)—Dtwo-colorPHTEC L D IRIMBRIRE 51710

E E6030 0051 Two-colorCD11bxCD8 (+)Xx(+) 51710

E E6030 0052 Two-colorCD11bxCD8 (+)Xx(—) 51710

E E6030 0053 Two-colorCD11bxCD8 (—)x(+) 51710

E E6030 0054 Two-colorCD11bxCD8 (—)x(—) 51710

E E6030 0055 Two-colorCD11bxCD8 Bright 51710

E E6030 0056 Two-colorCD11bxCD8 Dull 51710

E E6030 0057 Two-colorCD20xCD5 two-color CD20 * CD5 J0—84 b)) —Otwo-colorP AL L BFRIMIRKIERE 51715

E E6030 0058 Two-colorCD20xCD5 (+)x(+) 51715

E E6030 0059 Two-colorCD20xCD5 (+)x(-) 51715

E E6030 0060 Two-colorCD20xCD5 (—=)x(+) 51715

E E6030 0061 Two-colorCD20xCD5 (=)x(-) 51715

E E6030 0062 Two-colorCD20xCD5 Bright 51715

E E6030 0063 Two-colorCD20xCD5 Dull 51715

E E6030 0064 Two-colorCD20xCD23 two-color CD20 * CD23 J0—H4 hXN)—Dtwo-colorPHTEC L D IRIMIRIRE 51716

E E6030 | 0065 Two-colorCD20xCD23 (+)x(+) 51716

E E6030 | 0066 Two-colorCD20xCD23 (+)x(—) 51716

E E6030 | 0067 Two-colorCD20xCD23 (= )x(+) 51716

E E6030 | 0068 Two-colorCD20xCD23 (= )x(—) 51716

E E6030 0069 Two-colorCD20xCD23 Bright 51716

E E6030 0070 Two-colorCD20xCD23 Dull 51716

E E6030 0071 Two-colorCD56 xCD3 two-color CD56 * CD3 J0—H4 hXN)—Dtwo-colorPHrEC L B IRIMBRKIRE 51720

E E6030 | 0072 Two-colorCD56xCD3 (+)x(+) 51720

E E6030 | 0073 Two-colorCD56xCD3 (+)x(—) 51720

E E6030 | 0074 Two-colorCD56xCD3 (= )x(+) 51720

E E6030 | 0075 Two-colorCD56xCD3 (= )x(—) 51720

E E6030 0076 Two-colorCD56 xCD3 Bright 51720




E E6030 0077 Two-colorCD56xCD3 Dull 51720
E E6030 0078 Two-colorCD57xCD16 two-color CD57 * CD16 J0—84 MM —Otwo-colorP AL L S TRIMIRIRE 51721
E E6030 0079 Two-colorCD57xCD16 (+)x(+) 51721
E E6030 0080 Two-colorCD57xCD16 (+)x(—) 51721
E E6030 0081 Two-colorCD57xCD16 (—=)x(+) 51721
E E6030 0082 Two-colorCD57xCD16 (—=)x(-) 51721
E E6030 0083 Two-colorCD57xCD16 Bright 51721
E E6030 0084 Two-colorCD57xCD16 Dull 51721
E E6030 0085 Two-colorCD16xCD8 two-color CD16 * CD8 J0—84 MM —Otwo-colorP AL L S FRIMIRIEE 51722
E E6030 0086 Two-colorCD16xCD8 (+)x(+) 51722
E E6030 0087 Two-colorCD16xCD8 (+)x(—) 51722
E E6030 0088 Two-colorCD16xCD8 (=) x(+) 51722
E E6030 0089 Two-colorCD16xCD8 (=) x(—) 51722
E E6030 0090 Two-colorCD16xCD8 Bright 51722
E E6030 0091 Two-colorCD16xCD8 Dull 51722
E E6030 0092 Two-colorCD57xCD8 two-color CD57 * CD8 J0—84 MM —Otwo-colorP AL L S FRIMIRIEE 51723
E E6030 0093 Two-colorCD57xCD8 (+)x(+) 51723
E E6030 0094 Two-colorCD57xCD8 (+)x(—) 51723
E E6030 0095 Two-colorCD57xCD8 (—)x(+) 51723
E E6030 0096 Two-colorCD57xCD8 (=) x(—) 51723
E E6030 0097 Two-colorCD57 xCD8 Bright 51723
E E6030 0098 Two-colorCD57xCD8 Dull 51723
E E6030 0099 Two-colorCD16xCD56 two-color CD16 * CD56 J0—84 MM —Dtwo-colorP AL L S FRIMIRIRE 51724
E E6030 0100 Two-colorCD16xCD56 (+)x(+) 51724
E E6030 0101 Two-colorCD16xCD56 (+)x(—) 51724
E E6030 | 0102 Two-colorCD16XxCD56 (=) x(+) 51724
E E6030 0103 Two-colorCD16xCD56 (—=)x(-) 51724
E E6030 0104 Two-colorCD16xCD56 Bright 51724
E E6030 0105 Two-colorCD16xCD56 Dull 51724
E E6030 0106 Two-colorCD19xCD13 two-color CD19 * CD13 J0—84 MM —Dtwo-colorP AL L S FRIMIRIRE 51730
E E6030 0107 Two-colorCD19xCD13 (+)x(+) 51730
E E6030 0108 Two-colorCD19xCD13 (+)x(-) 51730
E E6030 0109 Two-colorCD19xCD13 (—)x(+) 51730
E E6030 0110 Two-colorCD19xCD13 (—)x(-) 51730
E E6030 0111 Two-colorCD19xCD13 Bright 51730
E E6030 0112 Two-colorCD19xCD13 Dull 51730
E E6030 0113 Two-colorCD19xCD33 two-color CD19 * CD33 J0—H4 hXN)—Dtwo-colorPHTEC L B IRIMBRIRE 51731
E E6030 0114 Two-colorCD19xCD33 (+)Xx(+) 51731
E E6030 0115 Two-colorCD19xCD33 (+)x(—) 51731
E E6030 0116 Two-colorCD19xCD33 (—=)x(+) 51731
E E6030 0117 Two-colorCD19xCD33 (—=)x(-) 51731
E E6030 0118 Two-colorCD19xCD33 Bright 51731
E E6030 0119 Two-colorCD19xCD33 Dull 51731
E E6030 0120 Two-colorCD25xCD3 two-color CD25 * CD3 J0—84 b)) —Otwo-colorP AL L S FRIMIRIEE 51750
E E6030 0121 Two-colorCD25xCD3 (+)X(+) 51750
E E6030 0122 Two-colorCD25xCD3 (+)X(-) 51750
E E6030 0123 Two-colorCD25xCD3 (—)X(+) 51750
E E6030 0124 Two-colorCD25xCD3 (—)X(-) 51750
E E6030 0125 Two-colorCD25xCD3 Bright 51750
E E6030 0126 Two-colorCD25xCD3 Dull 51750
E E6030 0127 Two-colorCD25xCD4 two-color CD25 * CD4 J0—H4 hXN)—Dtwo-colorPHTEC L B IRIMBRIRE 51751
E E6030 0128 Two-colorCD25xCD4 (+)x(+) 51751
E E6030 0129 Two-colorCD25xCD4 (+)x(—) 51751
E E6030 0130 Two-colorCD25xCD4 (=) x(+) 51751
E E6030 0131 Two-colorCD25xCD4 (=) x(-) 51751
E E6030 0132 Two-colorCD25xCD4 Bright 51751
E E6030 0133 Two-colorCD25xCD4 Dull 51751
E E6030 0134 Two-colorCD25xCD8 two-color CD25 * CD8 J0—H4 hXN)—Dtwo-colorPHTEC L B IRIMBRIRE 51752
E E6030 0135 Two-colorCD25xCD8 (+)x(+) 51752
E E6030 0136 Two-colorCD25xCD8 (+)x(—) 51752
E E6030 0137 Two-colorCD25xCD8 (=) x(+) 51752
E E6030 0138 Two-colorCD25xCD8 (=) x(—) 51752
E E6030 0139 Two-colorCD25xCD8 Bright 51752
E E6030 0140 Two-colorCD25xCD8 Dull 51752
E E6030 0141 Two-colorTCRd-1xCD3 two-color TCR delta-1 * CD3 J0—84 MM —Otwo-colorP AL L B FRIIRIRE 51755
E E6030 0142 Two-colorTCRd-1xCD3 (+)x(+) 51755
E E6030 0143 Two-colorTCRd-1xCD3 (+)x(—) 51755
E E6030 0144 Two-colorTCRd-1xCD3 (—)x(+) 51755
E E6030 0145 Two-colorTCRd-1xCD3 (—)x(-) 51755
E E6030 0146 Two-colorTCRd-1xCD3 Bright 51755
E E6030 0147 Two-colorTCRd-1xCD3 Dull 51755
E E6030 0148 Two-colorCD1xCD3 two-color CD1 * CD3 J0—84 bXN)—Dtwo-colorP AL L BFRIMIRIEE 51760
E E6030 0149 Two-colorCD1xCD3 (+)x(+) 51760
E E6030 0150 Two-colorCD1xCD3 (+)x(-) 51760
E E6030 0151 Two-colorCD1xCD3 (=) x(+) 51760
E E6030 0152 Two-colorCD1xCD3 (=) x(-=) 51760
E E6030 0153 Two-colorCD1xCD3 Bright 51760
E E6030 0154 Two-colorCD1xCD3 Dull 51760
E E6030 0155 Two-colorB5xCD20 two-color B5 * CD20 J0—84 bXN)—Dtwo-colorP AL LB FRIMIRIRE 51765
E E6030 0156 Two-colorB5xCD20 (+)x(+) 51765
E E6030 0157 Two-colorB5xCD20 (+)x(-) 51765
E E6030 0158 Two-colorB5xCD20 (—)x(+) 51765
E E6030 0159 Two-colorB5xCD20 (—)x(-) 51765
E E6030 0160 Two-colorB5xCD20 Bright 51765
E E6030 0161 Two-colorB5xCD20 Dull 51765
E

E E6032 0000 J0—Y4 AR —Dthree-colorBHTAC L DTRMMEREE

E E6032 0001 Three-ColorCD4xCD45RAXLeu8 three-color CD4 * CD45RA * Leu8 J0—84 b)) —0three-colorDHTEIC L BIRMERIRE 51800
E E6032 | 0002 Three-ColorCD4xCD45RAXLeu8 (+)x(+) 51800




E E6032 0003 Three-ColorCD4xCD45RAxLeu8 (+)x(-) 51800
E E6032 | 0004 Three-ColorCD4xCD45RAXLeu8 (—)x(+) 51800
E E6032 0005 Three-ColorCD4xCD45RAxLeu8 (—)x(-) 51800
E E6032 0006 Three-ColorCD4xCD45RAXLeu8 Bright 51800
E E6032 0007 Three-ColorCD4xCD45RA xLeu8 Dull 51800
E E6032 0008 Three-ColorCD3xCD8xCD11b three-color CD3 * CD8 * CD11b J0—H4 hXNJ—Dthree-color AL L B FRMERIRE 51801
E E6032 | 0009 Three-ColorCD3xCD8xCD11b (+)x(+) 51801
E E6032 | 0010 Three-ColorCD3xCD8xCD11b (+)x(—=) 51801
E E6032 | 0011 Three-ColorCD3xCD8xCD11b (= )x(+) 51801
E E6032 | 0012 Three-ColorCD3xCD8xCD11b (= )x(—=) 51801
E E6032 0013 Three-ColorCD3xCD8xCD11b Bright 51801
E E6032 0014 Three-ColorCD3xCD8xCD11b Dull 51801
E E6032 0015 Three-ColorCD3xCD16xCD56 three-color CD3 * CD16 * CD56 J0—H4 hXNJ—Dthree-colorI AL L B FRIERIRE 51820
E E6032 | 0016 Three-ColorCD3xCD16xCD56 (+)X(+) 51820
E E6032 | 0017 Three-ColorCD3xCD16xCD56 (+)x(—) 51820
E E6032 | 0018 Three-ColorCD3xCD16xCD56 (— )X (+) 51820
E E6032 | 0019 Three-ColorCD3xCD16xCD56 (—)x(—) 51820
E E6032 0020 Three-ColorCD3xCD16xCD56 Bright 51820
E E6032 0021 Three-ColorCD3xCD16xCD56 Dull 51820
E E6032 0022 Three-ColorCD4xCD29xHLA-DR three-color CD4 * CD29 * HLA-DR J0—Y4 hXNJ—Dthree-color AL L B FRMERIRE 51830
E E6032 | 0023 Three-ColorCD4xCD29 xHLA-DR (+)x(+) 51830
E E6032 | 0024 Three-ColorCD4xCD29 xHLA-DR (+)x(—) 51830
E E6032 | 0025 Three-ColorCD4xCD29xHLA-DR (= )x(+) 51830
E E6032 0026 Three-ColorCD4xCD29xHLA-DR (=)x(-) 51830
E E6032 0027 Three-ColorCD4 xCD29xHLA-DR Bright 51830
E E6032 0028 Three-ColorCD4xCD29xHLA-DR Dull 51830
E E6032 0029 Three-ColorCD4 xCD45RAxHLA-DR three-color CD4 * CD45RA * HLA-DR J0—H4 hXNJ—Dthree-color AL L B FRIMERIRE 51831
E E6032 | 0030 Three-ColorCD4xCD45RAXHLA-DR (+)x(+) 51831
E E6032 0031 Three-ColorCD4 xCD45RAXHLA-DR (+)x(-) 51831
E E6032 | 0032 Three-ColorCD4xCD45RAXHLA-DR (=) x(+) 51831
E E6032 0033 Three-ColorCD4 xCD45RAXHLA-DR (—)x(-) 51831
E E6032 0034 Three-ColorCD4x CD45RAXHLA-DR Bright 51831
E E6032 0035 Three-ColorCD4 x CD45RAXHLA-DR Dull 51831
E E6032 0036 Three-ColorCD8xCD11bxHLA-DR three-color CD8 * CD11b * HLA-DR J0—Y4 hXNJ—Dthree-colorI AL L B FRMERIRE 51832
E E6032 | 0037 Three-ColorCD8xCD11bxHLA-DR (+)x(+) 51832
E E6032 0038 Three-ColorCD8xCD11bxHLA-DR (+)x(-) 51832
E E6032 | 0039 Three-ColorCD8xCD11bxHLA-DR (= )x(+) 51832
E E6032 0040 Three-ColorCD8xCD11bxHLA-DR (—)x(-) 51832
E E6032 0041 Three-ColorCD8xCD11bxHLA-DR Bright 51832
E E6032 0042 Three-ColorCD8xCD11bxHLA-DR Dull 51832
E E6032 0043 Three-ColorCD3xHLA-DRxCD25 three-color CD3 * HLA-DR * CD25 J0—H4 hXNJ—Dthree-colorI AL L B FRMERIRE 51833
E E6032 | 0044 Three-ColorCD3xHLA-DRXCD25 (+)x(+) 51833
E E6032 | 0045 Three-ColorCD3xHLA-DRXCD25 (+)x(—) 51833
E E6032 | 0046 Three-ColorCD3xHLA-DRXCD25 (—)x(+) 51833
E E6032 | 0047 Three-ColorCD3xHLA-DRXCD25 (—)x(—) 51833
E E6032 0048 Three-ColorCD3xHLA-DRxCD25 Bright 51833
E E6032 0049 Three-ColorCD3xHLA-DRxCD25 Dull 51833
E E6032 0050 Three-ColorCD4 xHLA-DRxCD25 three-color CD4 * HLA-DR * CD25 J0—Y4 hXNJ—Dthree-colorI AL L B FRMERIZE 51834
E E6032 | 0051 Three-ColorCD4 xHLA-DRXCD25 (+)x(+) 51834
E E6032 | 0052 Three-ColorCD4 xHLA-DRXCD25 (+)x(—) 51834
E E6032 | 0053 Three-ColorCD4 xHLA-DRXCD25 (—)x(+) 51834
E E6032 | 0054 Three-ColorCD4 x HLA-DRXCD25 (—)x(—) 51834
E E6032 0055 Three-ColorCD4xHLA-DRxCD25 Bright 51834
E E6032 0056 Three-ColorCD4xHLA-DRxCD25 Dull 51834
E E6032 0057 Three-ColorCD8xHLA-DRxCD25 three-color CD8 * HLA-DR * CD25 J0—Y4 "X NJ—Dthree-colorI AL L B FRMERIRE 51835
E E6032 | 0058 Three-ColorCD8 xHLA-DRXCD25 (+)x(+) 51835
E E6032 | 0059 Three-ColorCD8 xHLA-DRXCD25 (+)x(—) 51835
E E6032 | 0060 Three-ColorCD8 xHLA-DRXCD25 (—)x(+) 51835
E E6032 | 0061 Three-ColorCD8 xHLA-DRXCD25 (—)x(—) 51835
E E6032 0062 Three-ColorCD8xHLA-DRxCD25 Bright 51835
E E6032 0063 Three-ColorCD8xHLA-DRxCD25 Dull 51835
E E6032 0064 Three-ColorCD57xCD16xCD56 three-color CD8 * CD16 * CD56 J0—H4 hXNJ—Dthree-colorI AL L B FRMERIRE 51840
E E6032 | 0065 Three-ColorCD57xCD16XCD56 (+)x(+) 51840
E E6032 | 0066 Three-ColorCD57xCD16XCD56 (+)x(—) 51840
E E6032 0067 Three-ColorCD57xCD16xCD56 (—)x(+) 51840
E E6032 | 0068 Three-ColorCD57xCD16XCD56 (—)x(—) 51840
E E6032 0069 Three-ColorCD57xCD16xCD56 Bright 51840
E E6032 0070 Three-ColorCD57xCD16xCD56 Dull 51840
E E6032 0071 Three-ColorCD3xCD16xTCR three-color CD3 * CD16 * TCR J0—H4 hXNJ—Dthree-colorI AL L B FRMERIRE 51860
E E6032 | 0072 Three-ColorCD3xCD16XTCR (+)x(+) 51860
E E6032 0073 Three-ColorCD3xCD16XTCR (+)x(—) 51860
E E6032 0074 Three-ColorCD3xCD16XTCR (—)x(+) 51860
E E6032 0075 Three-ColorCD3xCD16XTCR (—)x(—) 51860
E E6032 0076 Three-ColorCD3xCD16xTCR Bright 51860
E E6032 0077 Three-ColorCD3xCD16xTCR Dull 51860
E E6032 0078 Three-ColorCD4xIFN-gxIL-4 three-color interferon gamma * interleukin 4/CD4 J0—Y4 hXNJ—Dthree-colorI AL L B FRMERIRE 51880
E E6032 | 0079 Three-ColorCD4xIFN-gxIL-4 (+)x(+) 51880
E E6032 | 0080 Three-ColorCD4xIFN-gxIL-4 (+)x(—) 51880
E E6032 | 0081 Three-ColorCD4xIFN-gxIL-4 (—)x(+) 51880
E E6032 | 0082 Three-ColorCD4xIFN-gxIL-4 (—)x(—) 51880
E E6032 0083 Three-ColorCD4 xIFN-gxIL-4 Bright 51880
E E6032 0084 Three-ColorCD4 xIFN-gxIL-4 Dull 51880
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